Kop HaumeHoBaHue CTtomMmocTs
B01.047.001 Mpuem (ocMoTp, KOHCYNbTaLUs) Bpava-TepanesTa NepBUYHbIN 1300.0
B01.047.002 Mpuem (ocMOTp, KOHCYNbTaLUs) Bpava-TepanesTa NOBTOPHbI 1100.0
B01.023.001 Mpuem (0cMOTp, KOHCYNbTaLUs) Bpaya- HeBposiora NepBUYHbLIN 1700.0
B01.023.002 Mpuem (0cMOTp, KOHCYNbTaLUs) Bpava- HeBPOIIora NOBTOPHbIV 1300.0

A09.05.023.01 WccnenoBaHue ypoBHSI [MOKO3bl B KPOBU Ha NPUEMeE Yy SHAOKpUHOMora 250.0
B01.057.001 Mpuem (ocMOTp, KOHCYNbTaLUs) Bpava-xvpypra nepBuyHbIn 1500.0
B01.057.002 Mpuem (ocMOTp, KOHCYNbTaLUA) Bpava-xvpypra noBTOPHbIA 1200.0

B01.003.004.001 MecTHas aHecTeans 500.0
A16.01.027 'YaaneHue HOrmeBbIX MNacTUHOK 1550.0
A16.01.017.001.03 YaaneHue nunomsl 6onee 3 cm. 2200.0
A16.01.017.001.04 YaaneHue nunombl MeHee 3 cM. 1500.0
A16.01.016 YpaaneHue atepombl 2500.0

A16.01.016.03 YaaneHue nanuiombl C aHecTeanemn 600.0

A16.01.016.02 YaaneHne MHOXeCTBEHHbIX NanuiioM (3a eavHLy) 220.0
A16.01.028 YaaneHuwe mosonu 1800.0

A16.01.27 Pe3ekums HOrreBow NNacTUHbl 1800.0

A16.01.27.01 Pe3ekums HOrTeBow NNacTUHbI C NACTUKON 2900.0
A16.01.011 BckpbiTve dypyHkyna (kapbyHkyna) 1800.0
A16.01.002 BckpbiTve naHapuums 1600.0
A16.01.004 Xupyprudeckas obpaboTtka paHbl UM MHULIMPOBAHHON TKaHW 1800.0

A16.01.004.01 MXO paHbl 6e3 wea 1320.0

A16.02.009.004 KocmeTuyeckuii LWoB ¢ aHacTeanen 1320.0

A16.01.020.01 ONeKTPoOX1pypruyeckoe yaaneHue ofHOM Nanunnombl, KOHTarMO3HOrO Monsocka 350.0
A16.01.020 YaaneHue KOHTarvo3HblX MOMKCKOB 1450.0

A16.01.16 Manble ambynaTopHble onepauuwv (yaanexue 6opogaBok, Nanuiom, X1poBUKOB U T.A.) 1700.0
B01.050.001 Mpuem (0cMOTp, KOHCYNbTaLUs) Bpaya - TpaBMaTonora-opToneaa NepBUYHbIN 1300.0
B01.050.002 Mpuem Bpaya opTonesa NOBTOPHbIA (B Te4eHMe 1 MecsiLia C MOMEHTa NepPBUMYHOrO OCMOTPa) 1100.0

B01.050.001.01 Obsi3aTenbHbIii 0CMOTP Neper BHYyTPUCYCTaBHOM Brokaaon (BBeAeHVe nekapCTBEHHbIX NpenapaToB) 660.0
A11.04.004 BHyTpucycTaBHOe BBEAEHWE NekapcTBEHHbIX NpenapaTtos, 6e3 yyeTa nekapCcTBEHHbIX NpenapaToB 1000.0

A11.04.004.01 Bnokaga nekapctBeHHast (C y4eTOM CTUMOCTU NekapCTBEHHbIX NpenapaToB) 1100.0

BES,CLeHVIe neKapCTBEHHbIX NpenapaTosB B OKOMOCYyCTaBHbIe 6oneBble TOYKU (CO CTOMMOCTbIO NNeKapCTBEHHbIX
A11.04.006 npenapaTos) 1600.0
BES,CLeHVIe neKapCTBEHHbIX NpenapaTosB B OKOMOCYyCTaBHbIe 6oneBble TOYKU (663 CTOMMOCTU NEeKapCTBEHHbIX

A11.04.006.01 npenapaTos) 1300.0
A11.04.005 MyHKUMs KoneHHoro cycTasa (6e3 CTOMMOCTH NekapcTB) 1100.0
A11.04.001 Buoncus TkaHel cycTaBa 850.0

A11.04.004.006 MegaukameHTO3Hble 6riokagpl (NapaBepTepbanbHble, B TPUrEepHbIE TOYKM U Ap.) 2450.0

A15.03.003.002 CHATE MMMOBWNN3VPYIOLLEN NOBSI3KM (NIOHreThI) 500.0
B01.029.001 Mpuem (ocMOoTp, KOHCYNbTaLUs) Bpava-odTansMosora NepBnyHbIN 1600.0
B01.029.002 Mpuem Bpaya oTanbmMonora NoOBTOPHbIN (B TeveHne 1 Mecsiia ¢ MOMEHTa NepBUYHOTO OCMOTpa) 1200.0
A02.26.009 WccnepoBaHue LBETOOLLYLLEHWUS MO NonMxpoMaTuieckum Tabnuuam 220.0
A02.026.013 Koppekuus 3penus (nogbop o4koB) 600.0

A02.26.015.01 OcMmoTp Ha rnaykomy 800.0

A16.26.015.01 YaaneHue kanbUMHaToB MENDOMUEBLIX Xene3 450.0
A11.26.009 MonyyeHune maska COAEPXKMMOro KOHbIOHKTUBAIIBHON NOMOCTW U CNE300TBOASLLMX NyTen 200.0

A11.26.009.01 Basitne pecHuu Ha Demodex 200.0
A11.26.004 3oHAMpoBaHWe cresHbix NyTen (U NpoMbIBaHue) 800.0

A11.26.004.01 3oHaMpoBaHue crnesHbIx nyTen 800.0
A02.26.005 MepumeTtpus 800.0
A16.26.034 YaaneHne HOPOAHOTO Tena KOHbIOHKTUBbI 850.0
A21.26.001 Maccax Bek 400.0
B01.001.001 Mpuem (ocMOTp, KOHCYNbTaLUA) Bpaya-akyllepa-ruHeKonora nepBuYHbIi 1600.0
B01.001.002 Mpuem (ocMOTp, KOHCYNbTaLUs) Bpava-akylepa-rMHeKonora noBTOPHbIN 1200.0

B01.01.002.01 Mpuem Bpaya akyLiepa-riHekonora NoBTOPHbIN 6e3 ocMoTpa (3aknioyeHre No pesynbTaTamM aHanuaoB) 800.0
B01.001.003 Mpuem (ocMoTp, KOHCYNbTaLUsA) Bpava-akyluepa-ruHekonora 6epemMeHHol NepBrYHbIN 1100.0
B01.001.004 Mpuem (ocMoTp, KOHCYNbTaLUs) Bpava-akyluepa-ruHekonora 6epeMeHHoN NoBTOPHbIN 900.0
A03.20.001 Konbnockonus 1900.0

A03.20.001.01 Konbnockonusi co BCKPbITUEM KUCT LUENKWN MaTK1 2100.0

A16.20.036.004 KpvoaecTpyKums Lerku MaTkn 2200.0

A16.20.036.004.03 KpvoaecTpykums Lueliku MaTku C NnpeaBapuTenbHbIM BekpbiTem KPXK 2300.0
A16.20.036.004.01 KpvogecTpykums nanunom (kaHaunom) B 061acTu HapyXHbIX MofoBbIX OPraHoB (MeHee 3 LWTYK) 850.0
A16.20.036.004.02 KpvogecTpykums nanunom (kaHaunom) B 061acTi HapyXHbIX NosoBbIX opraHoB (6onee 7 WTyk) 1100.0

A03.20.001.02 JleyeHne 3po3unn ek MaTkn XuMmuyeckum metogom(6ea yuérta CToMMOCTM NekapcTBeHHOTo npenapata) 1100.0
A11.20.014 BBefeHne BHYTPUMaTOYHOM cnvpanu 1900.0
A11.20.015 YpaaneHne BHyTPUMAaTOYHOM cnvupanu 1500.0

A11.20.015.01 YaaneHne BHyTPUMATOYHO CIpani UHCTPYMeHTanbHO 1700.0

A03.20.001.03 YaaneHue nonmnoB LiepBrKarnbHOro KaHana ¢ rMcToNoruYeckum nccneoBaHuem 2000.0
A14.20.002 BBseaeHve, n3BneyeHve BnaranuLLHOMO Nog \ero kornbLa (neccapwsi) 600.0
A11.20.013 'TamnoHupoBaHue nevyebHoe Bnaranviia 200.0

A11.20.011.01 AcnpauvoHHas buoncusi ¢ utonoruei 1300.0
A11.20.011 Buoncus weiiku Matku 2200.0

BaKTeleonoquecKoe uccneaosaHve OTAeNAemMoro XeHCKUX NonoBbIX OPraHoB Ha rOHOKOKK (Neisseria

A26.20.002 gonorrhoeae) 330.0
A08.20.012 LiuTonornyeckoe nccnefoBanve npenaparta TkaHen Bnaranuiia 660.0
A26.20.002.01 Ma30K rMHeKOMOrMCKMiA Ha CTeneHb YACTOTbI 500.0
A11.20.011.001 Buoncus wenkn mMaTku paanMoBonHoBas 1800.0
A16.01.017.001.02 YpaaneHue nanunom, KOHAWUNoM, 6opogaBok C MECTHOM aHacTeswni (4o 3 WwT.) 2400.0
A16.20.036 Xupyprudeckoe neveHue 3aboneBaHunii Leku MaTkv C UCNONb30BaHUEM Pas3fNYHbIX AHepPri 6200.0
A16.01.017.001.01 YpaaneHue nanunom, KOHAWUNIoM, 6opogaBok C MECTHOM aHacTe3wni (4o 6 wT.) 3190.0
A16.20.036.003.01 PaguoBonHoBas Tepanusi LWk maTku 4000.0
A016.20.036 Xupyprudeckoe neveHne 3aboneBaHunii Leku MaTkv C UCNOMNb30BaHUEM Pas3fNYHbIX AHEPrui 4500.0

A16.20.036.002 JasepHasi Banopuaauus ek MaTkn 7260.0

B01.015.001.03 Mpuem Bpaya kapavosora BbiCLLENH KaTeropun (NepBUYHbINA) 1500.0

B01.015.002.03 Mpuem Bpaya kapanonora BbiCLLE kaTeropuu (NOBTOPHbII) 1100.0
B01.028.001 Mpuem (0cMOTp, KOHCYNbTaLUs) Bpa4a-0TOPUHONAPWUHIONOra NEPBUYHbI 1800.0
B01.028.002 Mpuem Bpa4a-oTOpUHONAPUHIronora NOBTOPHbIN (B TeveHne 1 Mecsiia ¢ MOMeHTa NepBUYHOTO OCMOTpa) 1300.0
A16.25.007 YaaneHue yLwHon cepbl 500.0
A16.08.016 MpombiBaHWe nakyH MUHRAANUH 600.0
A11.08.004 TyHKUMS OKONIOHOCOBBIX Ma3yx 850.0
A16.25.012 MpopyBaHue cryxoBon Tpy6bl 250.0

A16.25.012.01 MHeBmomaccax bapabaHHon nepenoHku(1 yxo) 250.0

A16.25.012.02 Cma3sblBaHne CrmancTon roTku 250.0
A16.25.008 YaaneHne MHOPOAHOTO Tena U3 CryxoBOoro OTBEpPCTUs 750.0
A16.08.007 YaaneHne MHOPOAHOTO Tena FAoTKW UK ropTaHn 500.0

A16.08.01 YaaneHne UHOPOAHOTO Tenu U3 Hoca 500.0

A16.08.007.001 YaaneHne MHOPOAHOTO Tena U3 ropTaHOrMoTKK 600.0

A16.25.012.04 BruBaHve nekapcTBeHHbIX CPE/CTB B ropTaHb 450.0
A16.08.006 MexaHuyeckasi ocTaHOBKa KpOBOTEYEHUS (NepeaHsisi U 3afHss TaMnoHaza Hoca) 880.0




A16.08.006.01 MpwkuraHne apo3npoBaHHOMO COcy/a HOCOBOW NEepPeropoaKu 450.0
A16.08.006.02 MepemelleHne nekapctaa no MpoeTuy 800.0
A16.08.006.03 BbisiBneHue cekpeTa NpuaaToYHbIX Nasyx Hoca ¢ NoMOLLbIo annapTa CuHyckaH-201 500.0
B01.004.001 Mpuem (0cMOTp, KOHCYNbTaLMA) Bpava-racTpoaHTeposiora NepBrUYHbIN 2000.0
B01.004.002 Mpuem (0cMOTp, KOHCYNbTaLUs) Bpava-racTpoO3HTEpPOsiora NOBTOPHbIN 1500.0
B01.008.001 Mpuem (ocMOoTp, KOHCYNbTaLUs) Bpava-AepMaToBeHeposiora NepBrYHbIN 1300.0
B01.008.002 Mpuem (ocMOTp, KOHCYNbTaLUs) Bpava-AepMaToBeHeposiora NOBTOPHbIV 1100.0
A11.28.009.01 WHcTunnsauus ypeTpbl(pacTBop XfOprekcuanH) 300.0
A11.28.009.02 WHctunnsuus ypeTpbl(pactBop HuTpaTa cepebpa 0.25%) 300.0
A11.28.009.03 WHcTunnauus ypeTpbl(nevebHble BaHHOYKN) 300.0
A21.21.001 Maccax npefcraTenbHoii xenesbl (1 npoueaypa) 750.0
A11.28.006 MonyyeHue ypeTpansHOro oTAensiemMoro 300.0
B01.053.001 Mpuem (0cMOTp, KOHCYNbTaLMA) Bpaya-yposiora NepBuYHbIN 1900.0
B01.053.002 Mpuem Bpaya-yponora NOBTOPHbI (B Te4eHWe 1 mecsia C MOMEHTa NEPBMYHOMO OCMOTpa) 1600.0
A11.28.007.03 CmeHa kaTeTepa donesi (CO CTOUMOCTbIO kaTeTepa) 500.0
A03.28.001 Liuctockonus (c aHacTeauneit Katepxenb) 1850.0
A11.28.016 Buoncus npu UMCTOCKONUM (C LIMTONOrNYECKUM aHanM3om) 1000.0
A03.28.003 YpeTepockonus 950.0
A201 MapanpocTatuyeckas 6nokaga 0.0
A11.28.007.01 MpombIBaH1e MOYEBOro Ny3bIpst 430.0
A16.028.040.01 ByxupoBaHue ypeTpbl (C aHacTe3neit Katepxens) 1800.0
A11.28.009 WHcTunnaums ypeTpbl 750.0
B01.053.001.01 Mpuem Bpaya-yponora (Ha npococmoTpe) 145.0
A11.28.007 KaTeTepu3aaLms MO4eBOro ny3bips 1100.0
A11.28.007.02 KaTeTepuaaums LMCTOCTOMbI 1500.0
A12.28.006 YpodnoymeTpus 1100.0
B04.047.002 MpodunakTuyeckuit npuem (0CMOTP, KOHCYNbTaLMs) Bpada-TepanesTa 150.0
B04.023.002 MpodunakTuyeckuini npuem (0CMOTP, KOHCYNbTaLMs) Bpada-HeBpornora 150.0
B01.058.001.03 Mpurém Bpaya aHAOKPUHOMOra Ha npoocmoTpe 150.0
B04.029.002 MpodunakTuyecknit npuem (0OCMOTP, KOHCYNbTaLuWs) Bpada-odTanbmonora 150.0
B04.028.002 MpodunakTuyecknit npuem (0OCMOTP, KOHCYNbTaLWs) Bpaya-0TOPUHONAapUHronora 150.0
B01.015.0001.02 Mpuem Bpaya-kapauonora (Ha npococmoTpe) 150.0
B04.057.002 MpodunakTuyeckuit npuem (0OCMOTP, KOHCYNbTaLWs) Bpada-xupypra 150.0
B04.008.002 MpodunakTuyeckuiti npuem (0CMOTP, KOHCYNbTaLMsA) Bpada-AepmaToBeHeponora 150.0
B04.064.004 MpodunakTuyecknii npuem (0OCMOTP, KOHCYNbTaLWs) Bpaya-cTomaTonora 150.0
B04.001.002 MpodunakTuyeckuit npuem (0CMOTP, KOHCYNbTaLMs) Bpaya-akyLlepa-ruHekonora 150.0
B04.033.002 MpodunakTuyeckuiti npuem (0CMOTP, KOHCYNbTaLuWs) Bpada-npocnartonora 120.0
B04.036.002 MpodunakTuyecknii npuem (0CMOTP, KOHCYNbTaLWs) Bpada ncuxuaTtpa-Hapkonora 300.0
B04.035.002 MpodunakTuyeckuin npuem (0CMOTP, KOHCYNbTaLMs) Bpada-neuxvaTpa 150.0
B03.016.003 OBt (KTMHWUYECKUI) aHann3 KPOBW pa3BePHYThIN 470.0
B03.016.002 OBt (KTMHUYECKIUI) aHann3 KpoBw 340.0
B03.016.002.01 Otowmin (KnUHUYeckwit) aHanus kpoem no CITO 310.0
A12.06.047 Peakuus mukponpeuunutauun(PCK) 340.0
A08.05.008 WccnenoBaHue ypoBHS peTUKYIOLIMTOB B KPOBU 310.0
A08.05.005 WccnenoBaHue ypoBHSi TPOMBOLMTOB B KPOBU 310.0
A08.05.003.001 VccnenoBaHue ypoBHS 3pUTPOLIMTOB B KPOBYU C 6a30(pUNbHON 3€PHUCTOCTLI0 340.0
A09.05.017 VccnefoBaHue ypoBHSi MOYEBWHBI B KPOBU 270.0
A09.05.020 VccnepoBaHue ypoBHS KpeaTUHUHA B KPOBU 270.0
A09.05.010 WccnenosaHue ypoBHs obLuero 6enka B Kposu 270.0
A09.05.011 WccnenosaHue ypoBHs anbbymuHa B KpoBu 480.0
A09.05.009 OnpepeneHue koHUeHTpauun C-peakTnBHOTO H6enka B CbIBOPOTKE KPOBU 310.0
A12.09.019(OLD) PeBmaTouaHbIv hakTop 550.0
A09.05.018 WccnepoBaHue ypoBHSi MOYEBOW KUCMOTbI B KPOBU 310.0
A09.05.021 WccneposaHue ypoBHsi obLiero 6unmpybuHa B kposu 310.0
A09.05.022 WccnenoBaHue ypoBHsi CBOBOAHOTO 1 CBA3aHHOTO GunupybuHa B KpoBM 340.0
A09.05.046 WccnenoBaHue ypoBHS LenoyHol doccaTasbl B KpoBU 340.0
A09.05.042 WccnenoBaHue ypoBHS anaHUH-TpaHCaMUHasbl B KPOBU 340.0
A09.05.041 WccnepoBaHue ypoBHst acnapTaT-TpaHCaMWHa3bl B KPOBU 340.0
A09.05.045 WccnenoBaHue ypoBHSt amunasbl B KpOBU 310.0
A09.05.023 WccnenoBaHue ypoBHSi FHOKO3bl B KPOBU 210.0
A12.22.005 MpoBeAeHwe rMoKO30TONEepaHTHOro Tecta 550.0
A09.05.026 VccnenoBaHue ypoBHS XonecTepuHa B KpOBU 210.0
A09.05.025 VccnenoBaHue ypoBHS TPUTMLEPUAOB B KPOBU. 340.0
A09.05.007 VccnenoBaHue ypoBHSI xenesa CbIBOPOTKY KpOBU 340.0
MCCI'IEIJOBEHVIS BpeMeHu CBepTbiBaHUA HeCTaﬁVIﬂMSVIpOEaHHOﬁ KpoBu unu peKaﬂbLLVIqJIAKaLlMM nnasmbl
A12.05.014 HeaKTBMpOBaHHOe 240.0
A12.05.015 VccnepoBaHue BpeMeHW KpoBOTEYEHUS 240.0
B03.005.006 Koarynorpamma (opveHTMpPOBOYHOE UCCIEA0BaHNE CUCTEMbI FEMOCTa3a) 1050.0
A09.30.010 OnpepeneHue MexzayHapoAHOro HopManu3oBaHHOro oTHoleHust (MHO) 550.0
A09.05.050 WccnepoBaHue ypoBHst pubpuHOreHa B KpoBu 340.0
A12.05.027 OnpepeneHue NpPoTpPOMBMHOBOMO (TPOMBONNACTUHOBOMO) BPEMEHW B KPOBU WU B Nnasme 380.0
A09.05.032 WccnenoBaHue ypoBHs 06LLEro kanbLmus B KpoBU 230.0
A09.05.033 WccnenoBaHue ypoBHSi HeopraHuyeckoro goccopa B Kposu 310.0
B03.016.006 AHanu3 Moum obLnii ¢ MUKpockonueli ocaaka 310.0
B03.016.006.04 AHanua mouun no CITO 550.0
B03.016.006.03 AHanu3 mouu no HeunnopeHko 310.0
A09.028.007 XKenyHble NUrMeHTbl B Moye 240.0
B03.016.006.05 YpobunuH B move 240.0
A09.28.032 WccneposaHue ypoBHs 6unupybuHa B Move 240.0
B03.016.006.06 [nacTtasa B Move 310.0
A09.28.011 VccnenoBaHue ypoBHSI [HOKO3bl B MOYe 310.0
A09.28.011.01 WccnenoBaHue ypoBHSI [HOKO3bl B MOYe (M3 CyTOYHOrO KonmyecTsa) 340.0
A09.28.003 Onpepenenue benka B Moye 310.0
A09.20.005.01 Caxap v 6enok B Mo4e(13 CyTOYHOrO KOIM4eCTBa MOYM) 430.0
A09.09.001.01 OBbLnit aHanm3 MOKpOTbI 700.0
Mwkpockonuieckoe 1ccneaoBaHe MaskoB MOKpPOTbI Ha MikoGakTepum Tybepkyneaa (Mycobacterium
A26.09.001 tuberculosis) 340.0
B03.016.010 Konponoruyeckoe nccrenosaHune 450.0
A09.19.009 WccnepoBaHue kana Ha NpocTenlune v Siua reflbMUHTOB 430.0
MMKDOCKOHMHGCKOG uccnenosaHue OTrne4aTkoB C NOBEPXHOCTU KOXU NepuaHanbHbIX CKNagoK Ha ﬂl;iLLa
A26.01.017 ocTpu, (Enterobius vermicularis) 310.0
A09.19.001 WccnepoBaHue kana Ha CKpbITYH0 KpOBb 310.0
A26.19.008 Baktepuonornyeckoe nccnenoBaHune kana Ha aspobHble U hakynbTaTUBHO-aHadPOBHbIE MUKPOOPraHU3Mbl 1700.0
BaKTeleonoquecKoe uccnegoBaHue Kana Ha naTtoreHHble 3HTep066KTepVIM - Ama.rpynna(nwaeHTepMﬂ,
A26.19.017 canbMOHENNe3, NaToreHHbIE KULLEYHbIE Manoyku) 210.0
A26.01.018.01 Mwukpockonuyeckoe nccrnefoBaHve cockoba ¢ pecHuL Ha kneueit (Demodex) 340.0
A26.26.04 Ma30K C KOHBIOHKTUBbBI Ha MUKPOGNOpPY + YyBCTBUTENBHOCTL K aHTUBMOTHUKaM 550.0
A04.10.002 Oxokapaviorpadus 2000.0
A04.16.001 YrnbTpa3ByKoBOe UCCreA0oBaHWe OpraHOB BPIOLLHOI NONOCTH (KOMMNEKCHoe) 1600.0




A04.28.001 YnbTpa3ByKoBOe MCCreAoBaHWe NoYek U HaanoYeYHNKOB 800.0
A04.16.001.01 Y3 opraHoB 6ptoLuHoit nonoctn + Y3U noyek + Y3W Haano4e4HnKos 1800.0
A04.28.002.003 YnbTpa3ByKoBOe UCCreA0oBaHWe MOYEBOro My3bipst 800.0
A04.09.001 YnbTpa3ByKoBOe MCCreAoBaHVe NnespansHON NonocTu 650.0
A04.01.001 YrnbTpa3ByKoBOe MCCreAoBaHWe MSIrkux TkaHew (04Ha aHaToMu4eckas 3oHa) 650.0
A04.01.001.01 Y3 wen 350.0
A04.06.002 YrnbTpa3ByKoBOe MCCreAoBaHve numdaTuyiecknx yanos (oaHa aHaToMuyeckas 30Ha) 700.0
A04.20.001 YrnbTpa3ByKkoBOe MCCreAoBaHWe MaTku U NpuaaTkos TpaHcabaoMuHanbHoe 1500.0
A04.20.001.001 YrnbTpa3BykoBOe UCCreAoBaHWe MaTk1 U NpUAATKoB TpaHCBarvHanbHoe 1800.0
A40.20.001.002 Y3/ ruHekonornyeckoe TpaHcBarmHanbHo + Y3U ruHekonornyeckoe Yepea 6pioLLHyo CTEHKY 2000.0
A40.22.001 Y3U wmnToBMAHON Xenesbl 1000.0
A04.20.002 YrnbTpa3ByKoBOE UCCreA0BaHNe MOMOYHbIX Xene3 1200.0
A04.21.001 YnbTpa3ByKoBOe MCCreAoBaHWe NpocTaThbl 1100.0
A04.21.001.002 Y3W npeacTaTtenbHoi xenesbl Yepes BplollHyto cTeHky + Y3W npeacTaTenbHol xenesbl TpaHCpeKTanbHO 1700.0
A04.21.001.001 YnbTpa3BykoBOe UCCreAoBaHWe NpeAcTaTenbHOI Xenesbl TpaHCcpekTanbHoe 1400.0
A04.028.003 Y3/ MOLLOHKM (AMYKW 1 UX NpUAAaTK1) 1100.0
A04.30.001.01 Y31 6epemeHHbIx(noaTBEPXAEHNE BEPEMEHHOCTH) 1000.0
A12.09.001 VccnefoBaHue HECMPOBOLIMPOBAaHHbIX [blXaTeNlbHbiX 06bEMOB 1 NOTOKOB 550.0
A12.09.002.001 WccnepoBaHue AbixaTernbHbiX 06bEMOB C NPUMEHEHVEeM NekapCTBEHHbIX NpenapaToB 1500.0
A05.10.002 MpoBeaeHve anekTpokapanorpacuyecknx nccneaoBaHnii 600.0
A12.10.005 BenoapromeTpus 1500.0
A05.10.003.01 MpoBeaeHve xonTepoBckoro nccneaosaHns KM 2100.0
A05.10.003 MpoBeaeHve xonTeposckoro uccneaosanus OKI v Al 2350.0
A05.10.003.02 [ononHuTenbHble (NocneayoLue) CyTku Mpu CyTOYHOM MOHUTOPUPOBaHUK (Mo XonTepy) 850.0
(x)A03.16.001 33ocharoracTpoayoneHockonus 3500.0
A08.016.001.002.002 rMcTonorMyeckoe uccneaoBaqve 750.0
A08.16.006.007.008 LMTONOrNYeCcKoe UccneaoBaHne 600.0
A08.16.004 WccnepnosaHue matepuana xenyaka Ha Hanuuue renvkobaktep nunopu (Helicobacter pylori) 700.0
MCCI'IEIJOBEHVIS YPOBHSA KUCITOTHOCTU Xenyao4HOro CoAepXvumoro (CEOﬁO,ClHOﬁ W CBA3AHHOWN COMSHOWM
A09.16.002 KWUCMOTbI W 0BLLEN KUCIIOTHOCTW) 500.0
A03.19.002 PekTopomaHockonus 1200.0
A03.18.001 ‘ToncTokuweYHan 3HAOCKONUS 5800.0
A203 YpaaneHue nonuna xenyaka, nuuiesoga 2200.0
A204 YaaneHue nonvna ToNCToM KULLIKN 2900.0
A12.09.001.01 CnupomeTpus 250.0
A05.23.001 OnekTpoaHuedanorpadus 1000.0
743 AHacTeswnsi(MecTHas) 670.0
A06.09.006.001 dniooporpacus nerkux Ludposas 450.0
A06.09.006.002 dnitooporpacus nerkux Lndposas(B 2-x NPOEKLUAX) 550.0
A06.09.006.003 dnitooporpacus nerkux Lnudposas(s 3-x NPOEKLUAX) 670.0
A06.08.003.01 dniooporpacumsi NpuaaTOYHbIX Na3yxos Hoca 480.0
A06.09.006.001.01 Bblgava nybnukatos 3aknioveHnit O Ha pyku 140.0
A06.09.006.001.02 PacneyaTka CHUMKOB Ha Tepmobymare 140.0
A11.12.009 BasiTue kpoBu U3 nepudepuyeckoit BeHbl 170.0
A11.02.002 BHyTpuMbILLEYHOE BBEAEHWE NEKapCTBEHHbIX NpenapaToB 170.0
A11.012.003.001 BHyTpuBEHHasA UHBEKLMS 210.0
A11.12.003.001.01 HenpepbiBHOE BHYTpUBEHHOE BBE/EHWE NekapcTBeHHbIX npenapatos(1 dnakoH) 340.0
A11.12.003.001.02 HenpepbiBHOE BHYTPUBEHHOE BBE/JIEHWE NeKapCTBEeHHbIX npenapaTtos(2 dnakoH) 370.0
A11.01.002 MopkoxHoe BBeAieHNe NlekapCTBEHHbIX NpenapaTos 130.0
A101 AyToremoTepanusi 250.0
A36.2 [HeBHOW cTaunoHap (6e3 CToMMOCTN NnekapcTBEeHHbIX NpenapaTos) 1000.0
A36.3 BebI30oB Bpaya-TepanesTa Ha JOM 2700.0
A36.4 BebI30B Bpaya-cneumanucta Ha oM 3300.0
A36.5 OKI" Ha pomy 1300.0
A36.6 B3abop KpoBy 13 BEHbI Ha OMY 1200.0
A36.8 AHanu3 rnoko3bl Ha oMy (TecT-nonocka) 880.0
A36.9 BHYTPUMbILIEYHbIE MHBEKLMUWU Ha [oMY(6e3 CTOMMOCTW NekapCTBEHHbIX NpenapaTtos) 1100.0
A36.10 BHYTPVBEHHbIE UHBEKLWK Ha AoMY(6e3 CTOMMOCTN NekapCTBEeHHbIX NpenapaTos) 1200.0
A36.11.12 Bacepanue BK 340.0
A37.6.14.1 BakuuHauus npoTuB knewesoro aHuedanuta 1100.0
A205 WccnenosaHue BUHOKYNSIPHOTO 3peHust 140.0
A206 Rg ANMVHHBIX TPYBYATBIX KOCTEV 1200.0
A36.12 KuHeaunoTeiinupoBaHue 1 3oHa 720.0
A36.13 KvuHeaunoTeiinupoBaHue Kaxgas nocneaytoLas 30Ha Npu pasoBoM MOCeLLeHUN 390.0
A70.1 Babop 6uonoruyeckoro matepuana Ha PHK KopoHaeupyc COVID-19 n3 Hoca 1 poTornoTku 1430.0
A7 Babop 6uonoruyeckoro matepuana u onpeaenexue Hanuuust aHtuten igM n IgG k kopoHosupycy (COVID-19) 1800.0
A76.1 BakuuHauus NpoTUB XenToi NUXoakn (C Bbigaven ceptudmkata) 2600.0
A76.2 BakuuHauus NpoTUB XenToit MXoakn 2500.0
02-001 AHanu3 kana Ha CKpbITY0 KpOBb 180.0
02-004 Mwukpockonuyeckoe UccreoBaHve cekpeTa NpefcTaTensHoi xenesbl (Mukpodnopa) 270.0
02-005 KnuHudeckuin aHanna kpoBw (C neikouuTapHon opmyrion) 280.0
02-006 OBLit aHanM3 Mo4M C MUKPOCKONKEN ocagka 250.0
02-007 CkopocTb ocefiaHus aputpouutos (COJ) 130.0
02-009 Konporpamma 410.0
02-010 AHanu3 kana Ha anua renbMUMHTOB 210.0
02-012 AHanu3 kana Ha UMCTbl U BereTaTuBHble hOPMbI MPOCTEMLLNX 210.0
02-014 Ob6wwit aHanus kposu (6e3 neiikoumTapHon hopmysbl n COJ) 240.0
02-027 PeTukynouutsl 230.0
02-029 KnuHuyeckuin aHanua Kposw ¢ neiikouutapHomn hopmynon n CO3 340.0
02-031 CopepkaHve yrneBosoB B Kane 400.0
02-041 KnuHuyeckuin aHann3a KpoBu C MUKPOCKOMUEN NeiKoLmMTapHOi hopmMy bl 850.0
02-042 TNenkouuTapHas dopmyna (¢ 06s3aTenbHO MUKPOCKONMEN Maska KpoBW) 170.0
KnuHnyeckuin aHanna kposu: obLwuii aHanus, neiikoumtapHas dopmyna, CO3 (c obs3atensHon
02-043 MUKpOCKONMel Ma3ska KpoBW) 340.0
02-048 AHanu3 kana Ha ckpbITyio kpoBb (ColonView) 770.0
02-056 AHanu3 kana Ha siLa v MMYUHKU renbMUHTOB, NpocTeilune 1 ux uucTbl (Parasep) 520.0
02-058 Kap6okcuremMornobux n metremornobuH B KpoBsu 1100.0
02-059 Kap6okcuremornobuH B kposu 610.0
02-060 MeTremornobuH B KpoBM 610.0
03-001 D-gumep 850.0
03-002 AHTUTPOMGWUH 111 260.0
03-003 AKTUBMPOBAHHOE YacTUYHOe TpombonnacTuHoBoe Bpems (A4TB) 180.0
03-004 Bon4aHouHbI aHTUKOArynsiHT 410.0
03-005 Ipynna kposu ABO 310.0
03-007 Koarynorpamma Ne1 (npotpombuH (no Keuky), MHO) 250.0
03-008 Pesyc-takTtop 250.0
03-010 'TpombuHOBOE Bpems 250.0
03-011 DdrbpuHoreH 180.0




03-013 SpUTPONOITUH 810.0
03-015 Koarynorpamma Ne2 (npotpombuH (no Keuky), MHO, coubpuHoreH) 360.0
03-016 Koarynorpamma Ne3 (npotpom6uH (no Keuky), MHO, cdoubpuHoreH, ATIII, AHTB, D-aumep) 1450.0
03-018 MpoTenH C 3200.0
03-019 MpoTenH S cBoboaHbIN 3200.0
06-001 Beta-CrossLaps (Mapkep kocTHoI pe3opbuum) 1000.0
06-002 N-OcTeokanbLuH (Mapkep KOCTHOro peMoAen1poBaHus) 860.0
06-003 AnaHuHamuHoTpaHcdepasa (ANT) 145.0
06-004 AnbbyMVH B CbIBOPOTKE 145.0
06-005 Amunasa obLas B CbIBOPOTKE 190.0
06-006 AMunasa naHkpeaTudeckas 240.0
06-007 AHTUCTpenTonuanH O 290.0
06-008 AnonunonpoTtevH B 660.0
06-009 AnonunonpoTenH A 1 670.0
06-010 AcnapTtatamuHoTpaHccdepasa (ACT) 145.0
06-011 BenkoBsble hpakLmm B CbIBOPOTKE 410.0
06-012 Butamun B12 (unaHokobanamuH) 540.0
06-013 Famma-rnioTamunTpaHcnentuasa (ramma-IT) 145.0
06-014 nyknpoBaHHbIn remornobuH (HbA 1c) 420.0
06-015 niokosa B nnasme 170.0
06-016 FomoumncTenH 1100.0
06-017 >Keneso B cbiBOpoTKE 210.0
06-018 >KenesocssabiBatoLLas CNOCOGHOCTb ChIBOPOTKM 250.0
06-019 Kanui, HaTpui, Xnop B CbIBOPOTKe 210.0
06-020 Kanbuuin B cbiBOPOTKE 190.0
06-021 KpeaTuHWH B CbiBOPOTKE 190.0
06-022 KpeaTuHknHasza obLias 410.0
06-023 KpeaTuHkuHaza MB 410.0
06-024 TNaktat 600.0
06-025 NaktataernaporeHasa (N4 obwas 180.0
06-026 NaktaTtaernaporeHasa 1, 2 (AT 1, 2 dopakuum) 230.0
06-027 Jvnasa 290.0
06-028 Xonectepon - JInonpoTeunHbl BbICOKoW nioTHocTw (JTMBIT) 220.0
06-029 XonecTepon - JlunonpoTeunHbl H13koi nnoTHocTy (TMTHI) 290.0
06-031 MarHuit B CbIBOpOTKE 210.0
06-033 MoyeBas KMCrOTa B CbIBOPOTKE 170.0
06-034 MoyeBuHa B CbIBOPOTKE 170.0
06-035 Benok obLwii B CbiBOPOTKE 170.0
06-036 BununpybuH obuynii 170.0
06-037 BunupybuH npsimon 170.0
06-038 Benok obLwmii B Moye 170.0
06-039 C-nentua B CbIBOPOTKE 540.0
06-040 TpaHcheppyH 340.0
06-041 Tpurnuuepuab! 170.0
06-042 DeppUTnH 380.0
06-043 [Butamun B9 (dhonmesan kucnota) 450.0
06-045 docchaTasa wenoyHas obLias 220.0
06-046 docdop B CbIBOPOTKE 220.0
06-047 DpyKTO3aMUH 740.0
06-048 XonecTepon obLuii 145.0
06-049 XonuHacTepasa B CbIBOPOTKe 160.0
06-050 C-peaKTuBHbIit 6enoK, KONMYECTBEHHO (BbICOKOYYBCTBUTESbHbI METOA) 330.0
06-051 KanbLuit MOHN3NPOBaHHBI 340.0
06-064 Kanui B cbiBopoTke 145.0
06-065 HaTpuii B cbiBOpOTKE 145.0
06-066 Xrop B CbIBOPOTKE 145.0
06-075 Pyrilinks-D (mapkep pe3opbuyu KOCTHOW TkaHK) 1980.0
06-076 "TPOMOHWH | 860.0
06-077 FanTornobuH 860.0
06-078 Anbcha-1-aHTUTPUNCUH 860.0
06-079 Muornobux 1030.0
06-080 LiepynonnaamuH 760.0
06-082 LiuHK B KpoBM® 860.0
06-083 Megp B kpoBU 860.0
06-084 JIUTWiA B KPOBU 860.0
06-085 Bop B kpoBu 860.0
06-086 ANOMUHUI B KPOBU 860.0
06-087 KpemHuii B kpoBu 860.0
06-088 TWTaH B KPOBY 860.0
06-089 Xpom B KpoBw 860.0
06-090 MapraHeL, B KpoBU 860.0
06-091 KobanbT B kpoBK 900.0
06-092 Hwukenb B kpoBu® 900.0
06-093 MbiLWbSK B KPOBU 900.0
06-094 CeneH B KpoBU 900.0
06-095 Monwu6aeH B kpoBu 900.0
06-096 Kagmuii B kpoBu 900.0
06-097 Cypbma B KpoBu 900.0
06-098 PTyTb B KpOBM 900.0
06-099 CBuHel, B KpOBU 900.0
06-101 ButamuH A (peTuHon) 2000.0
06-102 Butamun B1 (TvamuH) 2000.0
06-103 Bwutamun B5 (naHToTEHOBas kucrnota) 2000.0
06-104 Butamux B6 (MMpnaokeuH) 2000.0
06-105 Butamun C (ackopbuHoBas kucrnota) 2000.0
06-106 Bwutamuh D, 25-ruppokem (kanbuudepon) 2000.0
06-107 Bwutamuh E (Tokodbepon) 2000.0
06-108 Butamuh K (punnoxvHoH) 2000.0
06-109 >KupopacTeopumble BuTamutbl (A, D, E, K) 7300.0
06-112 KoMnneKcHbI aHanm3 KpoBM Ha HEHAChILLEHHbIE XUPHbIE KUCNOTkl cemencTBa Omera-3 4620.0
06-133 laTeHTHas xene3ocBsA3biBaloLLas COCOBHOCTb ChIBOPOTKM 180.0
06-137 OnacTasa B CbIBOPOTKE 4100.0
06-157 NT-proBNP (konnyectseHHO) 3200.0
06-178 JlunonpoTeuH (a) 1500.0
06-179 Mapkep chopmupoBaHust kocTHoro matpukca PTNP 2300.0
06-180 docchaTasa kucnas oblias 420.0
06-182 C-peaKTuBHbIii 6ok, KONMMYECTBEHHO (METo/ C HOpMarnbHOW YyBCTBUTENBLHOCTbLIO) 340.0
06-183 KoaHanm Q10 B kpoBm 2900.0
06-185 ManoHoBbIV Ananbaern B Kposu 3200.0
06-186 8-OH-fe30KcuryaHo3unH B KPOBK 2900.0




06-187 BeTa-kapoTuH 2650.0
06-188 BopopacTteopumble BuTamuHel (B1, B5, B6, C) 7500.0
06-189 FucTamvH B KpoBU 2900.0
06-192 AHanu3 KpoBW Ha OpraHU4EecKne KUCMoTbl 2900.0
06-193 AHanu3 MOYM Ha opraHMyeckue KUCIoTbl 2500.0
06-217 Butamun B2 (pnbocnasuH) 2400.0
06-218 ButamuH B3 (HMauuH) 2400.0
06-219 KomnnekcHbIi aHanus kpoen Ha Butamunbl rpynnel D (D2 n D3) 5100.0
06-220 Onpepenenue Omera-3 uHaekca 6100.0
06-221 KoMnneKcHbI aHanm3 KpoBW Ha HEHAChILLEHHbIE XUPHBIE KUCMOTbl cemeicTBa omera-6 5200.0
06-222 KoMnneKcHbI aHanm3 KpoBW Ha HEHAChILLEHHbIE XUPHbIE KUCMOTbI cemeiicTBa Omera-3 n Omera-6 9000.0
06-223 AHanM3 XUPHbIX KNCIIOT 4800.0
06-224 PacLuvpeHHblit aHan3 MoYM Ha opraHuyeckue KucnoThl (46 nokasatenen) 8900.0
06-225 AHanu3 KpoBM Ha aMUHOKMCIOTHI (32 nokasaTtenst) 5900.0
06-226 AHanu3 MoYM Ha aMMHoKMCnoThI (32 nokasaTtens) 6000.0
PacluvpeHHbIil KOMNNEKCHBI aHanu3 KpoBu Ha BUTamMuHbl (A, 6eta-kapoTuH, D, E, K, C, B1, B2, B3, B5, B6,
06-228 B9, B12) 24950.0
06-229 AHanu3 kpoBK Ha BUTamMuHbI rpynnsl B (B1, B2, B3, B5, B6, B9, B12) 14000.0
06-230 KomnnekcHbIii aHanus kposu Ha BuTamuhbl (A, D, E, K, C, B1, B5, B6) 16755.0
06-231 'Tokcuyeckne mukpoanemenTsl (Cd, Hg, Pb) 2420.0
06-232 'ToKkcuYeckne MUKPOANeMeHThI 1 Tshkenble metannel (Hg, Cd, As, Li, Pb, Al) 2780.0
06-233 OCHOBHbIE 3cCeHUManbHble ()KM3HEHHO HEOBXOANMBIE) N TOKCUYHbIE MUKPO3NieMeHTbI (13 nokasaTenei) 2700.0
06-234 KoMnneKcHbI aHanu3 Ha Hanuune TSXKENbIX MeTannoB U MUKPO3ANeMeHToB (23 nokasaTtens) 3300.0
06-235 PacLumpeHHblii KOMMEKCHbI aHanM3 Ha Hanuume TSXKENbIX MeTasnnoB U MUKpoanemeHToB (40 nokasaTtenei) 5720.0
06-236 Onpepenenue pakumn TpaHceppuHa (CDT) (auarHoctvka 3noynoTpebnenus ankoronem) 3500.0
06-237 [InarHocTuka HapyLeHnst obMeHa nypuHOB U MMPUMWUANHOB B KPOBYU 6900.0
06-238 ACMMETPUYHbIA AUMETUNAPIUHUH 3960.0
06-240 MeTabonuTel BuTamuHa D (25-ruapokcuxonekansumndepon u 1,25 aurnppokcuxonekansuvdepon) 5600.0
BuTaMyHbI 1 MUKPO3MEMEHTbI, y4acTByloLLVe B PETYNsLUM UMMYHHOI cucTembl (Fe, Cu, Zn, Cr, Mn, Se, Mg,
06-241 Hg, Ni, Co, Li; Butamurbl C, E, A, B9, B12, B5, B6, D) 20100.0
BuTaMyHbI 1 MUKPO3MEMEHTbI, y4acTByIOLLVE B PETYNsALMUM aHTUOKCaaHTHoM cuctembl (Fe, Cu, Zn, Se, S,
06-242 Co, Mn, Mg; Butamunbl A, C, E, K, B2, B5, B6; Omera-3, omera-6 XupHble KUCoTbl) 23100.0
BuTaMyHbI 1 MMKPO3MEMEHTBI, y4acTBYIOLLME B PEryNsALnUM AeTOKCHKALIMOHHON cucTeMbl nevern (Fe, Mg, Mo,
06-243 Zn, S; Butamunel A, C, B1, B3, B5, B6, B9, B12) 15800.0
BuTaMyHbI 1 MUKPO3MEMEHTbI, BIUSIIOLLME Ha COCTOsHME koM, HorTen, Boroc (K, Na, Ca, Mg, Fe, Cu, Zn, S,
06-244 P; Butamunbl A, C, E, B1, B2, B3, B5, B6, B9, B12) 20100.0
BuTaMnHbI 1 MUKPO3MEMEHTbI, BNUsiIOLLME Ha cocTosiHKe kocTHom cucTembl (K, Ca, Mg, Si, S, P, Fe, Cu, Zn;
06-245 Butamunbl K, D, B9, B12) 9900.0
BuTaMyHbI 1 MUKPO3MEMEHTbI, BIUSIIOLLVE Ha COCTosHME MbileyHom cuctembl (K, Na, Ca, Mg, Zn, Mn;
06-246 Butamuhbl B1, B5) 7150.0
BuTaMyHbI 1 MUKPO3MEMEHTbI, BIUSIIOLLIME Ha COCTOSIHIE XKEHCKOM penpoaykTuBHon cuctemsl (Fe, Cu, Zn,
06-247 Se, Ni, Co, Mn, Mg, Cr, Pb, As, Cd, Hg; ButamuHbl A, C, E; Omera-3, omera-6 upHble KUCnoTbl) 18800.0
BuTaMiHbI 1 MUKPO3MEMEHTbI, BUSIIOLLE HA COCTOSIHIE MYXCKOW penpoAyKTUBHOM cucTemsl (Se, Zn, Mn,
06-248 Ni, Cr, Fe, Co; ButamuHel A, C, B9, B12) 9000.0
BuTaMyHbI 1 MUKPO3MEMEHTbI, BIUSIIOLLVE Ha COCTOsIHME CcepaeyHo-cocyancTon cuctemsl (K, Na, Ca, Mg, P,
06-249 Fe, Zn, Mn, Cu; ButamuHel B1, B5, E, B9, B12) 18500.0
ButamuHbl n MWKPO3MEeMEHTHI, y4acTsyoLUne B perynauumn q)yHKLlIAIA I'IOI:l)KeI'IyIJO‘-{HOI;i Kenesbl 1 yrnesoagHoro
06-250 obmena (Cr, K, Mn, Mg, Cu, Zn, Ni; Butamutbl A, B6) 6380.0
BuTaMyHbI M MUKPO3MEMEHTbI, y4acTBYIOLLME B PErynsaLumM yHKLUK LMToBuaHoM xenessl (I, Se, Mg, Cu;
06-251 Butamux B6) 5500.0
BuTaMyHbI 1 MMKPO3MEMEHTbI, BNUSIIOLLME Ha COCTOsIHME HepBHOW cucTembl (Ca, Mg, Cu, P; ButamuHbl E,
06-252 B1,B5, B6, C) 23000.0
BuTaMnHbI 1 MUKPO3MEMEHTbI, y4acTByloLLVE B PErynsuum BeiaenutensHon cuctemsl (K, Na, Ca, Mg;
06-253 Butamuhbl B6, D) 7260.0
BuTaMyHbI 1 MUKPO3MEMEHTbI, BNUSIIOLLVE Ha COCTOSIHME XenyouHo-kuLeyHoro TpakTa (K, Mg, Fe, Zn;
06-254 Butamunbl K, D, B1, B5) 10900.0
BuTaMiHbI 1 MUKPO3MEMEHTbI, y4acTByloLLVE B PErynsuum cuctembl kposetsopenusi (Fe, Ca, Mg, Co, Cu, Zn,
06-255 Mo; Butamunbl B9, B12, K, B6, B5, D, E; Omera-3, omera-6 XupHble KUCNoTbl) 22100.0
06-256 Anbcha-2-makpornobynuH 1100.0
06-261 MpokanbUUTOHNH 3850.0
06-263 Lucratnn C 1450.0
PacLuMpeHHbIi KOMMNEKCHbIA aHanu3 kpoBu Ha MeTabonuTel BuTammnta D (1,25-OH D3, 25-OH D3, 25-OH
06-264 D2, 24,25-OH D3) 9500.0
06-265 Wop B cbiBOpoTKE 840.0
06-268 AHanu3 KpoBK Ha ammHokucnoThl (13 nokasatenen) 5600.0
06-270 PacTBopuMble peLenTopbl TpaHceppuHa 2450.0
06-273 AHanu3 KpOBM Ha aMUHOKUCIIOThI U aLMnKapHUTUHBI (32 nokasaTensi) 6600.0
06-274 AHanu3 KpOBM Ha aMUHOKUCIIOThI U aLMNKapHUTUHBI (42 nokasaTensi) 7000.0
06-275 [nyTaTuoHnepokcuaasa B apUTpoLuTax 2900.0
06-276 FencuanH-25 8800.0
06-277 Butamux B7 (610TUH) 2500.0
06-311 Butamun B12, akTuBHBIN (XonoTpaHckobanamuH) 1450.0
06-312 Butamuh D, 25-ruapokem (kanbundepon), BXKX-MC/MC 2860.0
06-313 ButamuH B2 (®AL) 1960.0
06-314 Fannuin B cbiBOpoTKE 880.0
06-318 FepMaHui B CbIBOPOTKE 880.0
06-322 Py6uauii B cbiBopoTke 880.0
06-326 CTPOHLMI B CbIBOPOTKE 880.0
06-330 LIupKoHwiA B CbiBOPOTKE 880.0
06-334 Cepa B CbiBOPOTKE 880.0
06-338 Huobwii B cbiBOpOTKE 880.0
06-342 OroBo B CbIBOPOTKE 880.0
06-346 Tennyp B CbIBOPOTKE 880.0
06-350 Lleawit B cbiBOpOTKE 880.0
06-355 AHanu3 KpoBM Ha aLMnKapHUTUHBI (B3pocCHble) 3280.0
06-357 KoMnneKcHbI aHanm3 KpoBW Ha HEHAChILLEHHbIE XUPHBIE KUCMOTbl cemeicTBa omera-9 5000.0
KomnnekcHbii aHanma KpPOBU Ha HaCblLWEHHble, MOHOHEHAaCbILWEHHbIE XXUPHbIe KUCNOTbl cemeiicTBa oMera»3,
06-358 omera-6, omera-9 10800.0
06-365 Mpa3eoaum B CbIBOPOTKE 880.0
06-369 Camapuit B CbIBOPOTKE 880.0
06-373 JlaHTaH B CbIBOPOTKE 880.0
06-377 Bonbpam B cbiBopoTke 880.0
06-381 YpaH B CbIBOPOTKE 880.0
06-385 30M0T0 B CbIBOPOTKE 880.0
06-391 ‘Tannwii B CbIBOPOTKe 880.0
06-395 BaHapwii B cbiBOpOTKE 880.0
06-399 FadHui B cbiBOpOTKE 880.0
06-403 EBponuii B CbIBOpPOTKe 880.0
06-407 MnaTtuHa B CbIBOPOTKE 880.0
06-411 WTTepbuii B CbIBOPOTKE 880.0




06-417 Topuii B CbIBOPOTKE 880.0
06-421 TaHTan B CbiBOPOTKE 880.0
06-425 PeHwii B cbiBOpOTKE 880.0
06-429 JTi0TeuWnit B CbIBOPOTKE 880.0
06-433 BucmyT B cbiBOpOTKE 880.0
06-437 AHanu3 KpoBWM Ha aMUHOKUCIOThI (48 nokasaTtenen) 7400.0
06-438 TpumeTunamuH, TpumeTunamuH-N-okena, cootHowerne TMA/TMAO B kpoeu 6200.0
06-439 TpumeTunamuH, TpumeTunamuH-N-okena, cootHowerne TMA/TMAO B moye 7150.0
06-440 KopoTkouenoyeuHble xupHble kucnoTbl (KLPKK) B moue (10 nokasaTeneit) 13200.0
06-441 ButamuH K2 2100.0
06-442 KonponopdupuHel B Moye 860.0
06-443 AMVHONEBYNMHOBas kKucnota/nophobuIMHoOreH Moyn 3850.0
06-444 OKWCNEHHbIE NMNONPOTENHbI HW3KOW NnoTHocTM (OKJTHIT) 3870.0
PaasepHyTaﬂ OoueHKa MeMﬁpaHHOI'O “ MOBUNBLHOTO (J'IVII']OFIpOTeVIIJHOI'O n CBO6OL[HO)KMpHOKIACﬂOTHOI'O) nynos
06-445 JKUPHBIX kncnoT (XKK) B LenbHomn kposu 20770.0
PaasepHyTaﬂ OoueHKa MOBMNbHOTO (ﬂI/II'IOI'IDOTeVI,L‘lHOI'O n CBOGOLLHO)KVIDHOKMCJ'IOTHOI’O) nyna XvWpHbIX KUCNOT
06-446 (KK) B cbiBOpOTKE 20350.0
07-002 anti-HAV, IgM 660.0
07-004 anti-HBc, IgM 500.0
07-005 anti-HBc, aHTutena 500.0
07-007 anti-HBs, aHTutena 500.0
07-009 anti-HCV, aHTuTena, akcnpecc, CBepx4yBCTBUTENbHO 760.0
07-010 AHTWTENa K CTPYKTYPHBIM 1 HECTPYKTYPHbLIM Benkam Bupyca renatuta C 610.0
07-011 Aspergillus fumigatus, 19G 730.0
07-012 Candida albicans, IgG, TnTp 400.0
07-013 Chlamydia trachomatis, IgA, TuTp 390.0
07-014 Chlamydia trachomatis, IgG, TuTp 390.0
07-015 Chlamydia trachomatis, IgM, TuTp 390.0
07-016 Cytomegalovirus npegpanHuii 6enok IEA, IgM, IgG 740.0
07-017 Cytomegalovirus, IgG 430.0
07-018 Cytomegalovirus, IgM 600.0
07-019 Echinococcus, IgG, TuTp 400.0
07-020 Epstein Barr Virus kancugHein 6enok (VCA), IgM 540.0
07-021 Epstein Barr Virus paHHue aHTurensl (EA), IgG 540.0
07-022 Epstein Barr Virus sigepHbiit aHTuren (EBNA), IgG (konm4ecTBeHHo) 540.0
07-023 Giardia lamblia, aHTuTena 410.0
07-024 HBeAg 990.0
07-025 HBsAg, cBepx4yBCTBUTENbHO 270.0
07-027 Helicobacter pylori, IgA (konu4yecTBeHHO) 570.0
07-028 Helicobacter pylori, IgG (konm4yecTBeHHO) 500.0
07-030 Herpes Simplex Virus 1/2, IgG 390.0
07-031 Herpes Simplex Virus 1/2, IgM 450.0
07-032 HIV 1,2 Ag/Ab Combo (onpeaenenue aHtuten k BUUY Tunos 1 n 2 n aHturena p24) 450.0
07-033 Measles Virus, IgG 670.0
07-034 Mycobacterium tuberculosis, aHTutena 450.0
07-035 Mycoplasma hominis, IgA, TuTp 390.0
07-036 Mycoplasma hominis, IgG, Tutp 360.0
07-037 Opistorchis, 19G, TuTp 370.0
07-040 Rubella Virus, IgG (konm4ecTBeHHO) 560.0
07-042 Rubella Virus, IgM 600.0
07-043 Toxocara, IgG, TTp 390.0
07-044 'Toxoplasma gondii, IgG (konnyecTBeHHO) 500.0
07-046 "Toxoplasma gondii, IgM 450.0
07-047 Treponema pallidum, IgG, TuTp 500.0
07-048 ‘Treponema pallidum, IgM, TuTp 500.0
07-049 Treponema pallidum, aHTuTena, cBepx4yBCTBUTENbHO 320.0
07-050 Trichinella, IgG, TuTp 410.0
07-051 Trichomonas vaginalis, IgG, TuTp 380.0
07-052 Ureaplasma urealyticum, IgA,TuTp 380.0
07-053 Ureaplasma urealyticum, IgG, Tutp 380.0
07-054 Varicella Zoster Virus, IgG 560.0
07-055 Varicella Zoster Virus, IgM 630.0
07-056 Cudunuc RPR (aHTUKapaAMONUNUHOBBIN TECT/MUKpOPEeaKLWsi npeuunutanum), TuTp 240.0
07-058 Anaplasma phagocytophilum, IgM 660.0
07-059 Anaplasma phagocytophilum, IgG 660.0
07-060 Ehrlichia chaffeensis, IgM 660.0
07-061 Ehrlichia chaffeensis, IgG 660.0
07-062 Borrelia burgdorferi, IgM, Tutp 520.0
07-064 Borrelia burgdorferi, IgG, Tntp 520.0
07-066 Borrelia burgdorferi, IgM, ummyHo6noT 1200.0
07-067 Borrelia burgdorferi, IgG, nmmyHo6not 1200.0
07-068 Leptospira, IgA 660.0
07-069 Leptospira, IgG 660.0
07-070 ‘Treponema pallidum, IgG B nukesope 550.0
07-071 anti-HDV, anTutena 600.0
07-074 anti-HEV, IgM 520.0
07-076 Chlamydia pneumoniae, IgM, TuTp 500.0
07-077 Chlamydia pneumoniae, IgG, Tntp 500.0
07-078 Mycoplasma pneumoniae, IgM 610.0
07-079 Mycoplasma pneumoniae, IgA 610.0
07-080 Mycoplasma pneumoniae, IgG, TMTp 610.0
07-082 Human Herpes Virus 6, IgG 610.0
07-086 anti-Bordetella pertussis, anti-Bordetella parapertussis 730.0
07-092 Bupyc knewesoro sHuedanuta, IgM 570.0
07-093 Bupyc knewesoro aHuedanuTa, IgG 570.0
07-095 Bupyc knewyeBoro sHuedanuTta, aHTureH (B NMKBope) 570.0
07-096 Mumps Virus, IgM 700.0
07-097 Mumps Virus, IgG 700.0
07-098 Chlamydia pneumoniae, IgA, TuTp 460.0
07-099 anti-Salmonella, onpegenexve aHTuTen k ceposapam A,B,C1,C2,D,E 730.0
07-100 AHTuTena k BUY tunos 1 u 2 (Anti-HIV), NOA 250.0
07-101 Anti-HCV, aHTuTena 230.0
07-102 Treponema pallidum, aHTuTena, UOA 230.0
07-103 HBsAg, UGA 230.0
07-104 Clostridium tetani, aHTuTena 780.0
07-106 Neisseria meningitidis, aHTutena 810.0
07-107 anti-Shigella flexneri 1-5, anti-Shigella sonnei 1210.0
07-108 AHTWTena k Vi-aHTureHy Salmonella typhi 650.0
07-109 Listeria monocytogenes, aHTutena 710.0
07-110 Corynebacterium diphtheriae, aHTutena 900.0




07-111 anti-HBe, aHTuTeNna 830.0
CkpuHuHroBoe obcnefoBaHue Ha renbMuHTO3bI (Opistorchis IgG, Toxocara IgG, Trichinella IgG,
07-113 Echinococcus IgG) 660.0
07-114 Yersinia pseudotuberculosis, Yersinia enterocolitica, IgA, nonykonm4ecTBeHHO 670.0
07-115 Yersinia pseudotuberculosis, Yersinia enterocolitica, IgM, nonykonnyecteeHHO 610.0
07-116 Yersinia pseudotuberculosis, Yersinia enterocolitica, IgG, nonykonu4yecTseHHO 670.0
07-117 Cudpunuc PTTA (peakuusi NaCCUBHOW reMarrmioTMHaumum), TuTp 670.0
07-123 Ascaris lumbricoides, 1gG, TuTp 400.0
07-124 Epstein Barr Virus kancuaHei 6enok (VCA), IgG 710.0
07-125 Giardia lamblia, IgM 680.0
07-126 Giardia lamblia, aHTuren 780.0
07-127 Helicobacter pylori, aHTureH 840.0
07-128 Rotavirus, aHTureH 470.0
07-134 Herpes Simplex Virus 1, IgG 1210.0
07-135 Herpes Simplex Virus 2, IgG 1210.0
07-136 Herpes Simplex Virus 1, IgM 1210.0
07-137 Herpes Simplex Virus 2, IgM 1210.0
07-138 ‘Toxoplasma gondii, IgA 670.0
07-140 Clonorchis sinensis, IgG, TuTp 720.0
07-143 anti-HAV, aHTuTena 1100.0
07-144 Yersinia pseudotuberculosis, PHIA 520.0
07-145 Yersinia enterocolitica (cepotunel O3, 09), PHI'A 1390.0
07-147 Mycoplasma hominis, IgM 780.0
07-148 anti-HDV, IgM 1160.0
07-150 Bordetella pertussis, IgA 1320.0
07-151 Bordetella pertussis, IgM 1320.0
07-152 Bordetella pertussis, IgG 1320.0
07-153 PIIA ¢ cbINHOTWUO3HBIM AUArHOCTUKYMOM pUKKeTCHIA MpoBayeka 320.0
07-154 Human respiratory syncytial virus, IgM 1210.0
07-155 Human respiratory syncytial virus, IgG 1210.0
07-156 anti-Treponema pallidum, IgG (MMmyHOBROT) 3190.0
07-157 anti-Treponema pallidum, IgM (WuMMyHOGMOT) 3190.0
07-158 Entamoeba histolytica, IgG 980.0
07-159 Strongyloides stercoralis, IgG 1600.0
07-160 Onpepenenue aBnaHocTh IgG k Cytomegalovirus 1430.0
07-161 Onpepenenue aBuaHocTy IgG k Epstein-Barr virus VCA 520.0
07-162 Onpepenenue aBnaHocTyn IgG k Herpes simplex virus 1/2 480.0
07-163 Onpepenenue asnaHocTh IgG k Rubella virus 790.0
07-164 anti-HAV, IgG 590.0
07-166 Chlamydia psittaci, IgA 1580.0
07-167 Chlamydia psittaci, IgM 1540.0
07-168 Chlamydia psittaci, IgG 1540.0
07-171 Legionella pneumophila, aHTutena 1100.0
07-172 AHTUTEna k ageHosupycy (Adenoviridae), IgA 1430.0
07-173 AHTUTEena k ageHosupycy (Adenoviridae), IgG 1870.0
07-174 anti-HCV, IgM 650.0
07-175 anti-HEV, IgG 1320.0
07-176 AHTuTena k Epstein-Barr virus, IgM (ummyHO6n0T) 7150.0
07-177 AHTuTena k Epstein-Barr virus, I9gG (uMmyHo6noT) 7150.0
07-178 AHTuTena k Rubella virus, IgG (uMmMyHOGMOT) 7150.0
07-179 AHTuTena k Cytomegalovirus, IgG (MMMyHO6110T) 7150.0
07-180 AHTuTena k Borrelia, IgM (uMMyHOGMOT) 3630.0
07-181 AHTuTena k Borrelia, IgG (MMmyHOBnOT) 3630.0
07-182 AHTuTena k Herpes simplex virus 1/2, IgM (uMmyHo610T) 7150.0
07-183 AHTuTena k Herpes simplex virus 1/2, IgG (ummyHo6n0T) 7150.0
07-184 Herpes simplex virus 1/2, IgA 860.0
07-185 Cytomegalovirus, IgA 850.0
07-186 Opisthorchis felineus, IgM 1060.0
07-187 LUK, copepxalume aHTUreHbl ONUCTOPXOB 580.0
07-188 Schistosoma mansoni, IgG (AHTUTeNa Kk wuctocomam, IgG) 1210.0
07-189 Fasciola hepatica, IgG (AHTUTena k Ne4eHo4HbIM cocanbLymkam, IgG) 1070.0
07-190 Leishmania infantum, aHTutena (IgG + IgM) 1070.0
07-191 Coxsackievirus, IgM 990.0
07-192 AHTUTEna k ageHosupycy (Adenoviridae), IgM 1650.0
07-193 Varicella Zoster Virus, IgA 1100.0
07-194 Candida albicans, IgA 990.0
07-195 Candida albicans, IgM 860.0
07-196 Parvovirus B19, IgG 1050.0
07-197 Parvovirus B19, IgM 1210.0
07-198 Brucella, IgA 1100.0
07-199 Brucella, IgG 730.0
07-200 HBsAg, konnyecTBeHHO 2310.0
07-201 AHTuTena k Poliomyelitis virus, I9gG 2200.0
07-202 AHTWTEna k nonupubosunpubutondgocdaty (PRP) Haemophilus influenzae Tuna B, IgG 2530.0
AHTUTENa K rnaBHoMy 6enky HapyxHoi MembpaHbl MOMP 1 MemMBpaHoaccoLMMpoBaHHOMY NNasM1MaHOMY
07-203 6enky Pgp3 Chlamydia trachomatis, IgG 1100.0
07-204 Human Herpes Virus 8, IgG 1450.0
Mocne BakUMHaUuu nnu nepeHeceHHoro COVID-19, HelTpanuayiowue aHTTena k kopoHasupycy SARS-CoV-|
07-206 2, cnaiikoBebli (S) 6enok, IgG, konnyecTBeHHO 1210.0
AHTUTEna k kopoHaBupycy SARS-CoV-2 (COVID-19), cnaiikoBilii (S) 6enok, IgM, kauecTseHHo, u IgG,
07-210 KOMMYECTBEHHO 1980.0
CKPUHWHIOBBIN TeCT Ha Hanu4me aHTuTen kK SARS-CoV-2 (COVID-19), HykneokancugHbiin (N) 6enok, IgM un
07-213 1gG cymmapHble 860.0
07-219 Streptococcus agalactiae (remonuTuyecknii CTPENTOKOKK rpynnbl B), aHTUreH 1200.0
07-223 anti-Brucella spp. 210.0
08-001 17-keTocTepoungpl (17-KC) B Moue (pa3BepHyTblit) 1590.0
08-003 17-ruppokcunporectepoH (17-0Mr) 540.0
08-004 CA12511 660.0
08-005 CA15-3 660.0
08-006 CA19-9 670.0
08-007 CAT72-4 660.0
08-008 ®parmeHTbl LuTokepatuHa 19 CYFRA 21-1 1320.0
08-009 CymmapHble uMMyHornobynuHel A (IgA) B CbiIBOpPOTKe: 310.0
08-010 CymmapHble uMMyHornobynuHel G (IgG) B cbiBopoTke 310.0
08-011 CymmapHble uMMyHornobynuHel M (IgM) B cbiBopoTke 310.0
08-012 ANpPEHOKOPTUKOTPOMHBIN ropMoH (AKTI) 830.0
08-013 AnbaOCTEPOH 650.0
08-014 AHAPOCTEHANOH 640.0
08-016 Anbcha-heTonpotenH (anbpa->erl) 500.0
08-017 CymmapHble ummyHornobynunel E (IgE) B cbiBopoTke 630.0




08-018 BeTa2-mMukpornobynuH B CbIBOPOTKE 860.0
08-020 BeTa-cybbeanHnLIa XOPUOHNYECKOTO FToHaJ0TponMHa Yenoseka (beta-XIY) 400.0
08-021 CBoboaHas beTta-cybbeanHMLa XOpUOHUYECKOro roHafoTponuHa Yenoseka (b6eta-XMY cBoboaHbINn) 660.0
08-023 FnobynuH, cBsidbiBatoLLMiA NonoBble ropMoHb! (FCIT) 1150.0
08-024 [MrnapoTecTocTePOH 810.0
08-026 WHcynuH 660.0
08-027 KanbLMTOHWH B CbIBOPOTKE 810.0
08-029 KaTexonamwHbl (agpeHanuH, HopaapeHanuH, AodamuH) B Moye 2100.0
08-030 KopTuson 530.0
08-031 CB060/HbI KOPTU30M B MOYE 1210.0
08-033 MapaTnpeonaHbI FOPMOH, HTAKTHbI 660.0
08-034 MnaueHTapHbIN NakToreH 980.0
08-038 MpocTtaTcneunduydeckuii aHTureH obwmii (MCA obLwmi), cCBepX4yBCTBUTENbHO 640.0
08-042 PakoBbIn 9MBpHoHanbHbli aHTUreH (PIA) 600.0
08-043 ComMaTOTpOMHbIN FOPMOH 600.0
08-050 ‘TecTocTepoH CBOBOAHbI 810.0
08-051 TupeornobynuH 720.0
08-056 ScTpuon cBoboaHbI 600.0
08-057 AHTWrEH NIOCKOKNEeTOYHOM kapLuuHoMbl (SCCA) 1200.0
08-058 HelipoH cneuuduyeckas sHonasa (NSE) 1210.0
08-071 FacTpuH 860.0
08-083 KaTexonamvHel (appeHanuH, HopaapeHanuH, AohamuH) U CePOTOHWH B KPOBU 2530.0
08-085 WHcynnHonoao6HbIn hakTop pocTa 1420.0
08-089 WHrmbux B 3080.0
08-090 ‘Tumor Marker 2 (TM 2) - nupyBaTkuHasa 1100.0
08-091 MCA (MyLMHONOA0BHbIN pako-acCoLMMPOBaHHbIN aHTUMEH) 1100.0
08-092 Konponoruyeckas anactasa 1100.0
08-093 AHTVMIONNEPOBCKWI FOPMOH 1650.0
08-094 3031HOUIBHBIN KaTUOHHBIA 6enok (ECP) 880.0
08-095 PennH 1100.0
08-096 TNenTuH 1100.0
08-097 MencuHoreH | 1320.0
08-099 MencuHoreH |1 1320.0
08-105 CA-242 1320.0
08-110 [ernapoannangpoctepoH-cynbdat (J3A-SO4) 850.0
08-111 JTioTenHn3upytoLwmin ropmoH (J1) 450.0
08-112 MporectepoH 450.0
08-113 TPUNOATUPOHMH 06LMN (T3) 450.0
08-114 TPUINOATUPOHNH CcBOBOAHBIN (T3 CBOBOAHBIN) 450.0
08-115 'TupokcuH obwwia (T4) 450.0
08-116 "TupokcuH cBoGOAHbIN (T4 cBOBGOAHDIN) 450.0
08-117 ‘TecTocTepoH 540.0
08-118 ‘TUpeoTpOonHbIN ropMoH (TTI) 450.0
08-119 DonNMKyNnoCTUMYNUPYIOLLWIA FopMoH (PCT) 450.0
08-120 ScTpagvon 450.0
08-121 MakponponakTuH 700.0
08-122 MponakTnH 450.0
08-123 MperHeHonoH 1320.0
08-124 AHAPOCTEHANON FNIOKYPOHUA, 1760.0
08-125 MpouHeynuH 1430.0
08-126 ACCOLMMPOBaHHbIN C 6epeMeHHOCTbIO NpoTenH-A nnaambl (PAPP-A) 810.0
08-134 TpunTasa 2530.0
08-136 ‘TpocbobnacTuyeckunin 6eta-1-rnukonpoTenH 410.0
08-137 HE4 1540.0
08-139 MnaueHTapHbIi caktop pocTa (PIGF) 7800.0
08-140 KopTuson B crioHe 480.0
08-141 XpomorpaHuH A 4400.0
08-144 T-Uptake (TupokcuH-cBsisbiBatoLias cnocobHocTb) 1490.0
08-145 AHTWreH paka mo4eBoro nyabipsi (UBC) 3800.0
08-147 ScTporeHbl U nporecTareHbl (4 nokasatens) 9900.0
08-148 ScTporeHbl U X MeTabonuTbl, pacyeT COOTHOLWEHUI, NperHanavon (10 nokasaTtenen) 9300.0
08-149 AHApOreHbl 1 nx metabonuTel (8 nokasaTtenen), pacieT COOTHOLLEHUI 6050.0
08-151 Anb[0CTEPOH-PEHNHOBOE COOTHOLLIEHWE 3900.0
08-152 Kucnbin anbga-1-rnmkonpotenH (opo3omykons) 1940.0
08-153 WHrmbun A 2640.0
08-154 FacTpuH-17 CTUMYNMPOBaHHbIN 2600.0
08-162 MeTaHedpuH cBOGOAHBIV 1 HOpMETaHedPUH CBOBOAHBIN B KPOBU 2640.0
08-163 MeTabonuTbl 3CTPOreHOB, pacyeT COOTHOLLEHUI 9350.0
08-164 ScTporeHbl B kpoBy (3 nokasaTens) 3080.0
08-166 TPUNOATUPOHUH peBepCUBHbIA (T3 peBepcuBHbIii), BOXKX 8580.0
08-167 TpUOATUPOHUH cBOBOAHBIN (T3 cBOBOAHBIN), BOXKX 4180.0
08-168 ‘TupokcuH cBo6OAHbIN (T4 cBo6OAHBIN), BAXKX 4180.0
08-172 CepoTOHUH B KPOBY 2420.0
AH,l:lpOI'eHI:IY FMIOKOKOPTUKOMAbI, MUHEPANoKOPTUKOUAbI, NporecTareHbl, NX NnpeawecTBeHHUKN 1 meTabonuThl
08-174 (13 nokasaTeneit) B CbIBOPOTKE 2800.0
AH,l:lpOI'eHI:IY FMIOKOKOPTUKOMAbI, MUHEPANoKOPTUKOUAbI, 3CTPOreHbl, NporectareHbl, NX NpealwecTBeHHUKN 1
08-175 meTabonuTel (18 nokasaTeneit) B CbIBOPOTKE 12700.0
BuvioreHHble amuHbI: agpeHanuH, HopaapeHanuH, IJOQJEMVIH, CEPOTOHUH U UX METUNNPOBAHHbIE mMeTabonuTbl
08-179 (meTaHedpuH, HopMeTaHedpUH) B CbIBOPOTKE 8580.0
MeTun1poBaHHbIE NPOU3BO/AHbIE AprHIHA: MOHOMeTUnaprnHnd (MMA), acCUMMEeTpUYHbBIN AUMETUNAPIMHUH
08-180 (ADMA), cCUMMETPUYHbI AuMeTUnapruHuH (SDMA) 3250.0
09-001 Candida albicans, HK [pean-Taiim MNLIP] 210.0
09-002 Chlamydia trachomatis, [JHK [pean-Taiim MNLIP] 210.0
09-003 Cytomegalovirus, HK [pean-Taim MNLIP] 210.0
09-006 Epstein Barr Virus, HK [pean-taim MLP] 400.0
09-007 Gardnerella vaginalis, HK [pean-Taiim MNMLIP] 210.0
09-008 HBV, AFK [pean-tanm NLP] 710.0
09-009 HBV, OHK konuuecteHHo [pean-Taiim MNMLIP] 2200.0
09-010 HCV, reHotunuposanue, PHK [pean-tanm MLIP] 1320.0
09-011 HCV, PHK [pean-tanm MLP] 570.0
09-012 HCV, PHK konuyectseHHo [pean-Taiim MLP] 3850.0
09-013 Herpes Simplex Virus 1/2, AHK [pean-Taiim MNMLIP] 210.0
09-015 Human Herpes Virus 6, AHK [pean-tanm MLP] 420.0
09-016 Human Herpes Virus 7, OHK [LIP] 1050.0
09-018 Human Papillomavirus 16/18 (HPV 16/18), OHK [pean-Taim MNLIP] 260.0
09-019 Human Papillomavirus 31/33 (HPV 31/33), AHK [MLP] 320.0
09-020 Human Papillomavirus 6/11 (HPV 6/11), AHK [NLP] 760.0
09-022 Mycobacterium tuberculosis, IHK [pean-Taiim MLP] 390.0
09-023 Mycobacterium tuberculosis complex, AHK [pean-Ttanm MLP] 260.0
09-025 Mycoplasma genitalium, [IHK [pean-Taiim MLP] 210.0




09-026 Mycoplasma hominis, HK [pean-Taim MLP] 210.0
09-027 Neisseria gonorrhoeae, [1HK [pean-taim MLIP] 210.0
09-030 'Trichomonas vaginalis, HK [pean-Taim MLP] 210.0
09-031 Ureaplasma parvum, [HK [pean-Taiim MNLIP] 210.0
09-032 Ureaplasma urealyticum, HK [pean-Taim MLP] 210.0
09-036 Anaplasma phagocytophilum, JHK [pean-Taiim MNLIP] 390.0
09-038 Bordetella pertussis, AHK [MLIP] 370.0
09-039 Borrelia burgdorferi s.I., IHK [pean-Ttaiim MLP] 270.0
09-040 Ehrlichia chaffeensis, IHK [pean-Taiim MLP] 320.0
09-043 Leptospira, AHK [pean-Tanm MLIP] 450.0
09-046 HDV, PHK [MLP] 1050.0
09-053 Helicobacter pylori, AHK [pean-Ttaiim MLP] 610.0
09-060 HAV, PHK [MLP] 820.0
09-063 HGV, PHK [MLP] 1100.0
09-065 Streptococcus pyogenes, 1HK [pean-tainm MLP] 410.0
09-066 Adenovirus, OHK [MLP] 390.0
09-067 Chlamydia pneumoniae, AHK [pean-Taiim MNLIP] 470.0
09-068 'Toxoplasma gondii, AHK [pean-tanm MLP] 290.0
09-071 Mycoplasma pneumoniae, 1HK [pean-Taim MLP] 670.0
09-074 Streptococcus pneumoniae, AHK [pean-Taiim MNLIP] 420.0
09-075 Enterovirus, PHK [MLIP] 540.0
09-084 Human Herpes Virus 8, AHK [pean-tanm MLP] 590.0
09-095 Ureaplasma species, [1HK [pean-Ttainm MLP] 240.0
09-097 Rotavirus A, PHK [MLIP] 390.0
09-099 Norovirus | v Il Tunos, PHK [MLP] 810.0
09-100 Salmonella species, AHK [MLP] 500.0
09-101 Yersinia pseudotuberculosis, HK [MLIP] 500.0
09-102 Shigella n aHTepouHBasvBHble WTammebl E.coli, AHK [pean-Taiim MNLIP] 980.0
Human Papillomavirus Beicokoro kaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 Tunbl),
09-105 [IHK 6e3 onpenenenus tuna [pean-taiim MNLP] 610.0
Human Papillomavirus Beicokoro kaHueporeHHoro pucka (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 Tunbl),
09-106 [HK reHoTunupoBanve [pean-taim MLP] 810.0
09-113 Treponema pallidum, AHK [MLP] 420.0
09-114 Ureaplasma species, [IHK konuyecTteeHHo [pean-taiim MNLIP] 710.0
09-115 Human Papillomavirus, JHK konunyectseHHo [pean-Tanm MLP] 980.0
09-116 AHanu3 MukpobuoLieHosa Bnaranuwa. 16 nokasatenen, [JHK konnyectserHo [pean-Tanm MLP] 2300.0
09-117 AHanu3 MukpobuoLieHo3a Bnaranuwa. 8 nokasatenei, HK konuyectserHo [pean-Tanm MLP] 1050.0
09-121 Mycoplasma spp, AHK [MLIP] 480.0
09-123 Varicella Zoster Virus, HK [pean-tanm MLIP] 210.0
OcTpele knieyHble nHdekumum, ckpuHuHr (Shigella spp., E. coli (EIEC), Salmonella spp., Campylobacter spp.,
09-134 Adenovirus F, Rotavirus A, Norovirus 2 reHotun, Astrovirus) 2090.0
09-135 E.coli, (EPEC, ETEC, EIEC, EHEC, EAgEC), IHK [pean-Taiim MLIP] 2970.0
09-136 Campylobacter jejuni, AHK [MLIP] 700.0
09-138 Parvovirus B19, 1HK [pean-Taim MLP] 750.0
Papillomavirus H13Koro 1 BbICOKOro kaHLieporeHHoro pucka (6, 11, 44, 16, 18, 26, 31, 33, 35, 39, 45, 51, 52,
09-140 53, 56, 58, 59, 66, 68, 73, 82), AHK reHoTunuposaHue [pean-taiim MLP] 1540.0
09-148 Human Papillomavirus 16 (HPV 16), AHK [pean-Tanm ML|P] 270.0
09-149 Human Papillomavirus 18 (HPV 18), AHK [pean-Tanm ML|P] 270.0
09-150 Yersinia enterocolitica, AHK [TLIP] 840.0
09-151 Herpes Simplex Virus 1, AHK [pean-tanm MLP] 250.0
09-152 Herpes Simplex Virus 2, AHK [pean-Tanm MLP] 250.0
Human Papillomavirus 16/18 (HPV 16/18), [IHK(BbIsiBNeHne, reHOTUNMPOBaHKE U KONMNYECTBEHHOE
09-155 onpepeneHue) [pean-taiim MLP] 250.0
09-157 Adenovirus F40/F41 (kuweyHble Tunbl BUpyca), HK (pean-taiim MNLP) 990.0
10-008 [IncHakTepunos KULLeYHWKa C onpeaeneHnemM YyBCTBUTENbHOCTU K aHTUBMOTUKam 1450.0
10-013 [IncHakTepunos KULLIEYHWKa C onpeaeneHneM YyBCTBUTENbHOCTU K aHTUbuoTukam n baktepuodaram 1540.0
10-033 Herpes Simplex Virus 1/2, uMmmyHodnioopecuerLms 450.0
10-034 Adenovirus, MMyHodoopecLeHLs 450.0
10-035 MoceB Ha 30MOTUCTbIV CTAadOUMOKOKK (S. aureus) 410.0
10-036 MoceB Ha 30M0OTUCTBIN CTAUIOKOKK (S. aureus) ¢ onpeaeneHnemM YyBCTBUTENbHOCTU K aHTUBMOTVKaM 750.0
10-037 Moces Ha cropy 6e3 onpeaeneHnst YyBCTBUTENBLHOCTW K aHTMBMOTUKaM 660.0
BakTepuonoruyeckoe nuccneaoBaHue KIMHUYECKOro Matepuana Ha aHanusatope VITEK bioMerieux ¢
10-038 onpeAeneHnemM YyBCTBUTENBHOCTU K aHTUBMOTUKaM 1760.0
10-039 [IncHakTepunos KULLEYHWKa C onpeaeneHneM YyBCTBUTENBHOCTU K bakTepuodaram 1650.0
10-040 [ncbakTepunos kuiieyHvka 6e3 onpeaeneHus YyBCTBUTENbHOCTW K aHTMBWOTUKaM 1 6akTepuodaram 1200.0
10-041 Moces Ha cropy ¢ onpeaeneHnem 4yBCTBUTENbHOCTU k bakTepuodaram 730.0
[MoceB knUMHU4eCcKoro marepuana Ha aHaapoGHy»o d)nopy C onpeaeneHnemM 4yBCTBUTENbHOCTU K
10-043 aHTUBbMoTMKaM 980.0
10-044 Moces Ha Mycoplasma species 610.0
10-045 Moces Ha Ureaplasma species 610.0
10-049 Moces Ha cropy ¢ onpeaeneHnem YyBCTBUTENbHOCTU Kk aHTUBMOTUKam 1 GakTeprocaram 970.0
10-051 Moces Ha Yersinia spp. 660.0
10-052 Moces Ha Bordetella pertussis/parapertussis 710.0
10-055 WccneposaHue mukpobuoLieHo3a Bnaranuiya ¢ onpeaeneHnemM YyBCTBUTENbHOCTU K aHTUBMOTKam 1540.0
10-058 MoceB oTaensieMoro paHbl Ha dniopy 6e3 onpeaenexns 4yBCTBUTENbHOCTH K aHTUBMOTVKaM 650.0
[MoceB Ha 30MOTUCTbIN CTanIAJ'IOKOKK (S aureus) 6e3 onpeaeneHns 4yBCTBUTESNTbHOCTU K aHTVIGMOTVIKaM,
10-061 KOMMYECTBEHHO 380.0
[MoceB Ha 30MOTUCTbIN CTanIAJ'IOKOKK (S aureus) C onpenenexHnem 4yBCTBUTENbHOCTU K aHTI/ISVIOTVIKaM,
10-062 KOMM4ECTBEHHO 380.0
10-063 [IncHakTepunos KULLeYHVKa C onpeaeneHeM aHTaroHMCTUHECKON akTUBHOCTW NMPOBUOTUKOB 1100.0
ﬂMCGaKTSpIAOG KuweyHuka ¢ onpegeneHvem AHTaroHUCTUYECKOW aKTUBHOCTY I'IDOGMOTVIKOE u onpegeneHvem
10-064 YyBCTBUTENLHOCTM Kk GakTepnodaram 1200.0
ﬂMCGaKTSpIAOG KuweyHuka ¢ onpegeneHvem AHTaroHMCTUYECKOW aKTUBHOCTY I'IDOGMOTVIKOE u onpegeneHvem
10-065 YyBCTBUTENLHOCTM Kk BakTepuodaram u aHTUGMoOTUKaM 1450.0
LiuTonornyeckoe nccrneaosaHne Maskos (COCKOGOB) C MOBEPXHOCTY LEKN MaTKM (HapyXHOrO MaTO4YHOTo
12-051 3eBa) V1 LiepBUKanbHOro kaHana MeToaoM XMAKOM LMTONorum - okpatuveanue no lNananukonay (Pap-tect) 2800.0
12-052 FISH - uccneposaxue ans guddepeHumansHon AMarHoCTUKN 24500.0
12-053 Onpepenenne HER2 cratyca onyxonu metogom FISH 37900.0
12-054 Onpepenenne HER2 cratyca onyxonu metogom CISH 38600.0
12-055 Onpepenenne mytauui reHa K-RAS 14300.0
12-056 Onpepenenune myTauuin reHa N-RAS 14300.0
12-057 doTodukcauus npenaparta 3180.0
12-058 doTockaHupoBaHvie 3180.0
12-059 [IoNoNHUTENbHOE U3rOTOBMIEHWE MUKPOMPENapaToB 1600.0
13-001 AHTUTENa K oBapuarbHbIM (TEeKanbHbIM) aHTUreHam 1300.0
13-002 ANMOVMMYHHbIE @HTU3PUTPOLIUTAPHbIE @HTUTENa (B TOM YMCIE aHTUPE3YCHbIe), TUTP 660.0
13-003 AHTUTENa K cnepmarbHbIM aHTUreHaMm (B KpoBH) 660.0
13-004 AHTUTENa K cnepmaribHbIM aHTUreHam (B cnepme) 840.0
13-007 AnTuTena k asyxuenoyeyron [HK (aHT dsDNA), ckpuHuHr 730.0
13-008 AHTUTENa K UHCYTUHY 990.0




13-010 AHTWTEna k peuentopy TTI (@aHTWU-pTTI) 1300.0
13-013 AHTUcbocchonunuaHble aHTuTena IgM 840.0
13-014 AHTWTENa K UMKNWYEeCKOMY LIMTPYNIUH cofepxatuemy nentuay, IgG 1710.0
13-015 AHTUTENa K AAepHbIM aHTureHam (ANA), CKPUHUHT 810.0
13-016 AHTWTENa K OCTPOBKOBbLIM KreTkaM NoApKeny/A04HON Keneabl 1200.0
13-017 AHTWTENa K rnnagunHy, IgA 730.0
13-018 AHTWTENa K rnnaguny, IgG, TuTp 600.0
13-019 AHTUbocchonunuaHble aHtuTena IgG 810.0
13-020 PeBmaTouaHbIi hakTop 400.0
13-021 AHTWUTENa K MUTOXOHAPUSM (AMA) 1000.0
13-022 AHTWTENa K MUKPOCOMasbHOM hpakumun neveHn 1 noyek (aHTu-LKM) 1100.0
13-024 AHTUTENa K 6eTa2-rnmKkonpoTenHy 990.0
13-025 AHTVKepaTuHOBbIe aHTuTena (AKA) 910.0
13-026 AHTWUTENA K UMTPYNITMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV) 1380.0
13-027 AHTWTena k 6a3anbHoit MembpaHe knybouka 1410.0
13-028 AHTuTena k C1q cpakTopy komnnemeHTa 1760.0
13-029 AHTWUTEna K kneTkam cocyauctoro aHgoTtenus (HUVEC) 1320.0
13-030 AHTWUTENa K napueTanbHbIM (06KNaAoYHbIM) KNeTkam Xenyaka 1300.0
13-031 AHTUTENA K rNagkum Mbiiuam 880.0
13-032 AHTWUTENa K 3HAOMM3NIO, IgA 990.0
13-033 AHTWUTENa K TKaHEBOW TpaHcrnyTamuHase, IgG 880.0
13-034 AHTWTENa K TKaHEBOW TpaHCIyTamMuHase, IgA 880.0
13-035 AHTUPETUKYNMHOBbIE aHTuTena (APA) 880.0
13-036 AHTUTENA K J€CMOCOMaM KOXM 1300.0
13-037 AHTWUTENa K anuaepmanbHoi 6asanbHoi MembpaHe 1300.0
13-038 AHTWTENa K M1okapay 880.0
13-039 AHTUTENA K CKENETHbIM MblLULaM 880.0
13-040 AHTWTena k raHrnuosungam GM1, GD1b, GQ1b 3250.0
13-041 AHTWTENa K CTepouanpoAyLMpYIOLLUM KneTkam 1050.0
13-043 AHTWTENa K CTeponanpoAyLMPYIOLLIMM KNeTkaMm siudka 1320.0
13-045 AHTWHYyKneapHbIi chaktop Ha HEp-2 kneTkax 1030.0
13-046 AHTWUTEna K aKcTparupyemomy sigepHomy aHTureHy (ENA-ckpuH) 880.0
13-047 AHTWUTENa K kapavonunuky, 1gG n IgM 1700.0
13-048 AHTVNEPUHYKNeapHbIn bakTop 1760.0
13-050 AHMVOTEH3WH-NpeBpaLLaloLLnii (hEPMEHT CbIBOPOTKN 1150.0
13-052 AHTWUTEna K uutonnaame Hentpocunos, IgG (c onpeaeneHem Tuna cBeveHus) 1150.0
13-053 AHTWUTEna kK Muenonepokcuaase (aHT—MPO) 1170.0
13-054 AHTWTEna Kk npoTenHase-3 (aHTn PR-3) 1170.0
MMMyHoMKCaLms MMMYHOMNOBYNMHOB CbIBOPOTKM KPOBM C aHTUCkIBOPOTKamu IgG, A, MK, L ¢
13-056 KONIMYECTBEHHbLIM OMpeAeneHueM napanpoTenHa 3300.0
InarHoCTKa paccesiHHOTO CKNepo3a (130areKTPodOKyC1POBaHNE ONUIOKNOHanbHOro IgG B Nnkeope 1
13-058 CbIBOPOTKE) 2050.0
13-059 CKpWHWHT BoneaHern coeUHNTENBbHON TKaHW 2420.0
13-060 [IarHoCT1Ka CUCTEMHOW KPaCHOW BONYaHKN 2600.0
13-061 [narHocTuka aHTudochonunuaHoro cuigpoma (APC) 2800.0
13-062 PasBepHyTas auarHoctvka aHTudocdonunuaHoro cuHapoma (APC) 3250.0
AHTUHyKneapHble aHTuTena (aHTu-Sm, RNP, SS-A, SS-B, Scl-70, PM-Scl, PCNA, CENT-B, Jo-1, ructoHos,
13-063 Hykneocom, Ribo P, AMA-M2), ummyHo6noT 3410.0
13-064 [InarHoCT1ka paHHero peBMaTouaHoro apTputa 2780.0
13-065 [InarHocTu1ka rpaHynemMaTo3HbIX BackyrMToB 1650.0
13-066 [InarHocT1ka ayTOMMMYHHOTO MOPaXXeHWSsI NoYeK 2200.0
13-067 CKPVHWHT @y TOMMMYHHOTO NOPaXEHUs NeYeHn 2200.0
AHTWTENa K aHTUreHaMm ayTOMMMYHHbIX 3a60MeBaHuit NeveHn (aHTuTeNa K MMKpOCOMaMm neyeHn-nodek 1 tuna
(LKM-1), nupysaT-aekapbokcunasHomy komnnekcy mutoxoHapwii (PDC/M2), unTtosonbHomy aHTurery (LC-1)
13-068 1 pacTBOPUMOMY aHTUreHy neyenu (SLA/LP)) 2670.0
13-069 Pa3BepHyTas cepornorisi ayTouMMyHHbIX 3aboneBaHui neYeHn 3740.0
13-070 YTOuHEHWe anarHosa uenuakum 2420.0
13-072 [nddepeHumansHas auarHoctvka 6onesHu KpoHa 1 s3BeHHOro konuta 2530.0
13-074 [InarHocTvka ny3blpHbIX 4€PMAaTO30B 1870.0
13-075 [InarHoCTUKa BOCNanuTenbHbIX MUoKapauonaTvi 1410.0
[InarHocTVka NapaHeonnacTu4eckix sHUedanuToB (aHTUTena k aHTureHam 6enoro 1 ceporo BellecTsa
13-076 moara (Yo-1, Hu, Ri) 1 memGpaHHomy aHTureny (Ma)) 2860.0
[narHocTuka nonMMunoanTa (aHTutena k aHtureHam Mi-2, Ku, Pm-Scl, aHTucuHTeTtasHble aHtutena (Jo-1, PL-
13-077 7,PL-12)) 2860.0
13-078 CKPVHWHT Llenuakum 1540.0
13-079 MonHoe ceponoruyeckoe obcneaoBaHve Npy Lenmakum 3630.0
13-080 CoBMeCTHOE ornpefeneHne aHTUKepaTUHOBBIX aHTUTEN U aHTUNEPUHYKNeapHoro akTopa 2420.0
13-081 MaHenb aHTUTenN K aHTUreHam LuuTonnasmel Hentpocunos (ANCA Combi 7) 2420.0
13-082 AHTWTENa K TpOMBOLMTaM 2100.0
13-083 AHTUTENa k BHyTpeHHemy cakTopy Kactna 1600.0
13-087 AHTUTENa K TUpeornobynuHy (aHTu-TI) 420.0
13-088 AHTUTEna k Tupeonepokcuaase (aHTu-TMO) 590.0
13-089 AHTUTEna k rnytamataekapbokcunase (AHTU-GAD) 1380.0
PasBepHyTasi anarHocTuka cknepoaepMun (MIMMYHOBNOT aHTUHYKNeapHbIx aHTuten: aHTu-Scl-70, CENT-A,
13-091 CENT-B, RP11, RP155, Fibrillarin, NOR90, Th/To, PM-Scl 100/75, Ku, PDGFR, Ro-52) 3080.0
13-092 [InarHocTvka MMacTeHum (aHTUTena K aLeTunxonuMHoBomy petientopy (AxP)) 3520.0
13-093 AHTWUTENa K Hykneocomam knacca IgG 990.0
13-094 KanbnpoTekTuH B kane 2420.0
13-095 Onpepenenne HeonTepuHa B CbIBOPOTKE KPOBM (AMarHoCTMKa TyGepkynesaa 1 BUPYCHbIX MHeKLmit) 2585.0
13-096 [InarHocTvka ayTOUMMYHHOTO NaHkpeaTuTa (onpeaeneHne KoHueHTpauumn IgG4) 990.0
13-097 AHTUTEna k acuanornukonpotemHoBomy petientopy (ASGPR) 1500.0
13-098 OcHoBHoM 6enok MuenvHa B NMKBope (LiepebpoCnnHanbHOM XUAKOCTH) 990.0
CKPVHWHI MUENOMHOW 6oNne3Hn u napanpoTenHeMuii (MMMyHOMUKCaLMs CbIBOPOTKN KPOBM C
13-099 MEHTaBaneHTHO CbIBOPOTKOWA) 1980.0
13-102 AnTuTena k AcHK-HykneocomHomy komnnekcy knacca IgG, noaTeepxaeHune, TeCT 2-ro NoKoneHus 1430.0
13-104 AHTUTENa k chocchaTann-npoTpombuHy (PS-PT) IgG/IigM cymmapHo 1900.0
13-106 AHTUTEna Kk peLienTopy coconunasbl A2 - aMarHocTuka MembpaHo3HoN HecdbponaTun 1700.0
13-107 AHTuTena k Saccharomyces cerevisiae (ASCA) knaccos IgG 1550.0
13-108 AHTuTena k Saccharomyces cerevisiae (ASCA) knaccos IgA 1410.0
13-109 AHTUTENa k uMTonnaame Hentpodunos knacca IgA (AHLIA) 1410.0
13-110 AHTUTENA K BOKAnNoBUAHLIM KIETKAM KULLEYHMKA 1500.0
13-111 AHTUTENa K JecmornenHy -1 1960.0
13-112 AHTUTENa K ;lecMornenHy -3 1960.0
13-113 AHTuTena k 6enky BP180 1960.0
13-114 AHTUTEna k Benky BP 230 1960.0
13-115 AHTUTEna k akBanopuHy 4 (NMO) 2150.0
13-116 AHTUTENa K aHTUreHaMm KneTok nomxernyao4Hoi xenessl (GAD/IA-2) 1960.0
13-117 AHTUTENa K TMpo3uH-cocdarase (IA-2) 1960.0
13-118 AHTUTENa K aHTUreHam MUennHa 1460.0
13-119 AHTUTEna k aHHekcuHy V knacca IgG 1200.0
13-120 AHTUTEna k aHHekcuHy V knacca IgM 1100.0




15-001 Banbnpoesas kucnota 980.0
15-002 KapbamazenuH 2100.0
15-004 ®deHobapbutan 5350.0
15-005 [ndernH 5350.0
15-006 Tonupamat 5350.0
15-007 TTaMOTPUAXUH 5350.0
15-008 [IMroKCUH 2090.0
15-009 TeocbunnuH 2090.0
15-011 TeBeTvpauetam 3850.0
15-012 usogpeH 5350.0
15-013 PucnepuaoH 5350.0
15-014 OnaHzanuH 5350.0
15-015 MapokceTuH 5350.0
15-016 Apununpason 5350.0
15-017 3unpacuaoH 5350.0
15-018 ScuuTanonpam 5350.0
15-019 KsetuanuH 5350.0
15-020 Liutanonpam 5350.0
15-021 CepTpanuH 5350.0
15-022 MwupTazanuH 5350.0
15-023 dnekanHug, 5350.0
15-024 Kronasenam 5350.0
15-025 anonepuaon 5350.0
15-026 DriyokceTUH 5350.0
15-027 [lynokceTuH 5350.0
15-028 OkckapbasenuH 5350.0
15-030 ManunepuaoH 5350.0
CKpVIHMHFOBOS uccnegosaHue Ha npeamMeT Hannyus HapkoTUYECKUX, NCUXOTPOMHbIX 1 CMﬂbHO,ﬂel;iCTByDOLLLVIX
19-001 BELLECTB 2000.0
19-011 OnpepaeneHue ypoBHS 3TUIOBOTO ankorons, KONIMYEeCTBEHHO (KPOBb, MOYa) 900.0
19-012 OnpepeneHue HanUuns CypporaToB ankoronsi, kayecTBeHHO (KpoBb, MoYa) 1100.0
20-012 CBoboHble kanna u nambaa Lenm UMMyHOrNobynMHOB B CbIBOPOTKE 1400.0
20-019 C3 KOMMOHEHT KOMMNieMeHTa 650.0
20-020 C4 KOMMOHEHT KOMMNeMeHTa 650.0
20-024 Liupkynupytouye nMmyHHble komnnekcs! (LIVK) 1000.0
20-067 MMmyHonoruyeckoe obcrneaosaHne nepsuiHoe 6200.0
20-068 MMmyHonoruyeckoe obcreaoBaHne npy BUPYCHON MHeKLun 6200.0
20-069 MmmyHonoruyeckoe obcneaoBaHne npy ayToMMMYHHbIX 3a6oneBaHusx 6700.0
20-070 MMmyHonoruyeckoe obcrienoBaHne npy OHKOMOrMYecknx 3abonesaHusx 6700.0
20-072 Onpepenenue aHTureHa HLA-B27 ¢ nomoLLbio MeToaa NpoTOYHOM LUToMeTpumn 2650.0
20-073 MMmyHonoruyeckoe obcneaosaHue Ans aetei 800.0
MaHenb MHransuroHHbIX annepreHos Ne7 (IgE): anuTenuii kowwku, NnepxoTb cobaku, aNUTENUI Kponvka,
21-001 nepxoTb nowaaw, knew, Dermatophagoides pteronyssinus 1380.0
MaHenb annepreqos Tpas Ne3 (IgE): konocok AyLINCTbINA, POXb MHOTONETHSIS, POXb KyNbTUBMPOBaHHAS,
21-006 TUMobeeBka, ByXapHUK LIEPCTUCTBI 1380.0
21-009 AnnepreH p1 - Ascaris lumbricoides (Ackapuaa), IgE 600.0
21-011 Annepred m5 - Candida albicans, IgE 600.0
21-017 AnnepreH c204 - aMmokcULMNuH, IgE 600.0
21-018 Anneprex c203 - amnuumnnuy, Ige 600.0
21-019 AnnepreH f210 - aHaHac, IgE 600.0
21-024 AnnepreH g13 - ByxapHuK WwepcTucThIi, IgE 600.0
21-028 AnnepreH t10 - rpeukuii opex, IgE 600.0
21-034 AnnepreH 12 - 3eneHbiit ropoluek, IgE 600.0
21-036 AnnepreH f216 - kanycTa kovaHHas, IgE 600.0
21-038 AnnepreH t1 - KNéH siceHenuUcTHbIN, IgE 600.0
21-040 AnnepreH f36 - kokoc, IgE 600.0
21-042 AnnepreH i71 - komap, IgE 600.0
21-046 AnnepreH f23 - kpabebl, IgE 600.0
21-049 AnnepreH k82 - natekc, IgE 600.0
21-054 AnnepreH f37 - mugun, IgE 600.0
21-055 AnnepreH f20 - muHgans, IgE 600.0
21-059 AnnepreH f244 - orypeu, IgE 600.0
21-062 AnnepreH c1 - nermuunnvk G, IgE 600.0
21-070 AnnepreH g12 - poxb KynbTvBMpoBaHHas, IgE 600.0
21-071 AnnepreH i70 - ppbxuii Mypaseit, IgE 600.0
21-073 Annepren f85 - cenbpaepeit, IgE 600.0
21-080 Annepren f40 - TyHeu, IgE 600.0
21-082 AnnepreH f17 - dyHayk, IgE 600.0
21-083 AnnepreH k20 - wepcTb, IgE 600.0
21-084 AnnepreH f105 - wokonag, IgE 600.0
21-086 AnnepreH e2 - anutenuii cobaku, IgE 600.0
21-090 Onpepenenue cneuudunyeckux IgG k 90 Hanbonee YacTo BCTpeyaeMbiM NULLEBLIM annepreHam 28200.0
21-091 AnnepreH f232 - oBanbbymuH, IgE 600.0
21-092 AnnepreH 233 - oBomykowna, IgE 600.0
21-095 AnnepreH f236 - MonoyHas cbiBopoTka, IgE 600.0
21-096 AnnepreH f76 - anba-nakroanbbymuH, IgE 600.0
21-097 AnnepreH f77 - 6eTa-naktornobynux, IgE 600.0
21-099 AnnepreH f81 - cbip "Heapnep”, IgE 600.0
21-100 AnnepreH f82 - cbip "Moyna", IgE 600.0
21-101 AnnepreH f254 - kambana, IgE 600.0
21-102 AnnepreH f61 - capavHa, IgE 600.0
21-103 AnnepreH f50 - ckymbpus, IgE 600.0
21-104 AnnepreH f80 - nobctep (omap), IgE 600.0
21-105 AnnepreH f338 - rpebewuok (monniock), IgE 600.0
21-106 AnnepreH f207 - mopckoit monntock, IgE 600.0
21-107 AnnepreH f290 - yctpuupl, IgE 600.0
21-108 AnnepreH f314 - ynuTka, IgE 600.0
21-109 AnnepreH f88 - 6apaHuHa, IgE 600.0
21111 AnnepreH f212 - WwamnuHboHbI, IgE 600.0
21-113 AnnepreH f8 - Myka kykypy3aHas, IgE 600.0
21-116 AnnepreH f6 - Myka siumeHHas, IgE 600.0
21-117 Annepren f55 - npoco, IgE 600.0
21-119 AnnepreH 235 - yeuyesuua, IgE 600.0
21-120 AnnepreH f10 - kyHxyT, IgE 600.0
21121 AnnepreH f309 - HyT (TypeLkuii ropox), IgE 600.0
21-122 AnnepreH f15 - dhaconb 6enas, IgE 600.0
21-123 AnnepreH f315 - daconb 3eneHas, IgE 600.0
21-124 AnnepreH 287 - chaconb kpacHas, IgE 600.0
21127 AnnepreH f18 - 6pasunbckuit opex, IgE 600.0
21-128 AnnepreH f202 - opex keLwbto, IgE 600.0




21-130 AnnepreH f203 - cuctalukosble opexy, IgE 600.0
21-131 AnnepreH f403 - nuBHbIe Apoxokn, IgE 600.0
21-132 AnnepreH f90 - conog, IgE 600.0
21-134 AnnepreH 262 - 6aknaxaH, IgE 600.0
21-135 AnnepreH f260 - kanycTa 6pokkonu, IgE 600.0
21-136 AnnepreH f217 - kanycTa 6ptoccenbckas, IgE 600.0
21-139 AnnepreH f261 - cnapxa, IgE 600.0
21-140 AnnepreH f86 - neTpywika, IgE 600.0
21-142 AnnepreH f214 - wnuxart, IgE 600.0
21-143 AnnepreH f47 - yecHok, IgE 600.0
21-144 AnnepreH f48 - nyk, IgE 600.0
21-146 AnnepreH f234 - Banunb, IgE 600.0
21-147 Annepren f89 - ropunua, IgE 600.0
21-149 AnnepreH 270 - umbups, IgE 600.0
21-150 AnnepreH f281 - kappu (npunpasa), IgE 600.0
21-151 AnnepreH f278 - naBpoBblit nncT, IgE 600.0
21-152 AnnepreH f274 - pywwuua (maiopaH), IgE 600.0
21-153 AnnepreH f224 - mak (cemeHa), IgE 600.0
21-154 AnnepreH f405 - msiTa, IgE 600.0
21-155 AnnepreH f218 - nepeu kpacHbIn (nanpuka), IgE 600.0
21-156 AnnepreH f263 - nepe 3eneHbin, IgE 600.0
21-157 AnnepreH f280 - nepeL, YepHbii, IgE 600.0
21-158 AnnepreH f279 - nepeu Yunu, IgE 600.0
21-159 AnnepreH f273 - TumbsiH, IgE 600.0
21-160 AnnepreH f277 - ykpon, IgE 600.0
21-161 AnnepreH f219 - ykpon (cemena), IgE 600.0
21-162 AnnepreH f237 - abpukoc, IgE 600.0
21-163 AnnepreH f96 - aBokafo, IgE 600.0
21-164 AnnepreH 242 - BuwHs, IgE 600.0
21-165 AnnepreH f94 - rpywa, IgE 600.0
21-166 AnnepreH f87 - ablHA, IgE 600.0
21-167 AnnepreH f402 - nrxup, IgE 600.0
21-170 AnnepreH f91 - maHro, IgE 600.0
21-173 AnnepreH f95 - nepcuk, IgE 600.0
21-174 AnnepreH 255 - cnuBa, IgE 600.0
21-175 AnnepreH 289 - uHuku, IgE 600.0
21-176 AnnepreH f301 - xypma, IgE 600.0
21177 AnnepreH 288 - aroabl poaa 6pycHWYHbIX (YepHuKa, ronybuka, 6pycHuka), IgE 600.0
21-178 AnnepreH k84 - macno nogconHeyHoe, IgE 600.0
21-179 AnnepreH e7 - ronybuHbIi nomer, IgE 600.0
21-182 AnnepreH €201 - nepo kaHapeiku, IgE 600.0
21-183 AnnepreH e80 - anuTenwii kosbl, IgE 600.0
21-184 AnnepreH e4 - nepxoTb KopoBbl, IgE 600.0
21-185 AnnepreH e82 - anuTenuii kponuka, IgE 600.0
21-186 AnnepreH e87 - kpbica, IgE 600.0
21-187 AnnepreH e74 - moya Kpbichl, IgE 600.0
21-189 AnnepreH e73 - anuTenuii Kpbichl, IgE 600.0
21-191 AnnepreH €219 - NpoTenHbl CbIBOPOTKK KypuLbl, IgE 600.0
21-192 AnnepreH e3 - nepxoTb nowazau, IgE 600.0
21-194 AnnepreH 88 - Mbillb, IgE 600.0
21-198 AnnepreH e81 - anuTenuii oBupbl, IgE 600.0
21-199 Anneprex €91 - nepo nonyras, IgE 600.0
21-200 AnnepreH e78 - nepo BofiHMcToro nonyras, Ige 600.0
21-201 AnnepreH e83 - anuTenuii cBuHbY, IgE 600.0
21-203 AnnepreH e84 - xomsik, IgE 600.0
21-204 AnnepreH t19 - akauus, IgE 600.0
21-206 AnnepreH t5 - 6yk, IgE 600.0
21-207 AnnepreH t8 - B3, IgE 600.0
21-209 AnnepreH t77 - ny6 cmeluanHbId, IgE 600.0
21-217 AnnepreH t401 - 6pasunbckoe nepeyHoe aepeso, IgE 600.0
21-218 AnnepreH t11 - nnataH, IgE 600.0
21-220 AnnepreH t16 - cocHa 6enas, IgE 600.0
21-223 AnnepreH t18 - aBkanunT, IgE 600.0
21-225 AnnepreH 256 - opex rpeukuin, IgE 600.0
21-229 AnnepreH g202 - kKykypy3Hble pbinbla, IgE 600.0
21-230 AnnepreH g14 - oBec KynbTUBMpOBaHHbIN, IgE 600.0
21-231 AnnepreH g15 - nweHuua KynbTUBMpOBaHHas, IgE 600.0
21-235 Anneprex w20 - kpanwvBa, IgE 600.0
21-236 AnnepreH w75 - nebena ceposatas, IgE 600.0
21-238 AnnepreH w10 - mapb 6enas, IgE 600.0
21-240 AnnepreH w9 - NofopOXHWK, IgE 600.0
21-241 AnnepreH w5 - nonblHb ropbkas, IgE 600.0
21-242 AnnepreH w19 - nocTeHHWULa NekapcTBeHHas, IgE 600.0
21-245 Annepred m208 - Chaetomium globosum, IgE 600.0
21-246 AnnepreH 072 - aHTepoTokcuH A (Stafilococcus aureus), IgE 600.0
21-247 AnnepreH 073 - aHTepoTokcuH B (Stafilococcus aureus), IgE 600.0
21-248 AnnepreH p4 - Anisakis Larvae, IgE 600.0
21-249 AnnepreH i8 - monb, IgE 600.0
21-250 AnnepreH i73 - IM4MHKa KpacHOM MoLLKu, IgE 600.0
21-251 AnnepreH i204 - cnenexb, IgE 600.0
21-252 AnnepreH i2 - wepLueHb, IgE 600.0
21-253 AnnepreH i75 - WwepLueHb eBponeiickui, IgE 600.0
21-254 AnnepreH i5 - WwepLUeHb XenTbli, IgE 600.0
21-255 AnnepreH i3 - ocuHbIn A (Vespula spp.), IgE 600.0
21-256 AnnepreH i4 - ocuHbin 54 (Polistes spp.), IgE 600.0
21-257 AnnepreH i1 - nuenuHbIi 5, IgE 600.0
21-258 AnnepreH c2 - nenMuunnuH V, IgE 600.0
21-259 AnnepreH ¢70 - MIHCYNH CBUHOWA, IgE 600.0
21-260 AnnepreH c71 - MHCYNUH Bblunii, IgE 600.0
21-261 AnnepreH c73 - MHCYNUH YenoBeyeckui, IgE 600.0
21-262 AnnepreH o1 - xnonok, IgE 600.0
21-263 AnnepreH k74 - werk, IgE 600.0
21-265 AnnepreH k301 - nbinb NweHWYHOW Myku, IgE 600.0
21-266 AnnepreH k80 - dopmanbaerva, IgE 600.0
21-267 AnnepreH k81 - dukyc, IgE 600.0
21-269 AnnepreH p1 - Ascaris lumbricoides (ackapuaa), IgG 600.0
21-277 AnnepreH c204 - amokcuumunvK, IgG 600.0
21-279 AnnepreH f210 - aHaHac, 19G 600.0
21-280 AnnepreH f33 - anenbcuH, IgG 600.0
21-281 Annepren 13 - apaxuc, IgG 600.0




21-282 AnnepreH f92 - 6aHaH, IgG 600.0
21-283 AnnepreH t3 - 6epéaa, IgG 600.0
21-285 AnnepreH f259 - BuHorpag, 19G 600.0
21-286 AnnepreH f27 - roBsguHa, IgG 600.0
21-287 AnnepreH f209 - rpenndpyT, I9G 600.0
21-288 AnnepreH t10 - rpeukuin opex, IgG 600.0
21-289 AnnepreH f11 - rpeuneBasi myka, IgG 600.0
21-290 AnnepreH h1 - fomaluHsas nbink (anneprexd npounasoacTea Greer Labs.), IgG 600.0
21-294 AnnepreH f12 - 3eneHbii ropowek, IgG 600.0
21-296 AnnepreH f216 - kanycTa kovaHHasi, IgG 600.0
21-297 AnnepreH f35 - kapTocbens, IgG 600.0
21-299 AnnepreH f44 - kny6Huka, IgG 600.0
21-300 AnnepreH f36 - kokoc, IgG 600.0
21-303 AnnepreH f2 - kopoBbe Monoko, IgG 600.0
21-305 AnnepreH f221 - kocbe, IgG 600.0
21-306 AnnepreH f23 - kpabebl, IgG 600.0
21-307 AnnepreH f24 - kpeBeTku, IgG 600.0
21-308 AnnepreH f83 - kypuHoe msco, IgG 600.0
21-309 AnnepreH k82 - natekc, IgG 600.0
21-311 AnnepreH f208 - numoH, IgG 600.0
21-313 AnnepreH f41 - nococs, IgG 600.0
21-314 AnnepreH f37 - muaus (ronybas), IgG 600.0
21-315 AnnepreH f20 - muHgans, 1I9G 600.0
21-316 AnnepreH f31 - mopkoBb, 1gG 600.0
21-319 AnnepreH f244 - orypeu, IgG 600.0
21-321 AnnepreH f45 - nekapckve apoxoku, IgG 600.0
21-322 AnnepreH c1 - nermuunnuH G, 1I9G 600.0
21-323 AnnepreH e5 - nepxoTb cobaku, IgG 600.0
21-324 AnnepreH d2 - nupornudmaneii knew, Dermatophagoides farinae, IgG 600.0
21-326 Anneprex d1 - nupornudmanbiin knew, Dermatophagoides pteronyssinus, IgG 600.0
21-329 AnnepreH f4 - nwexnyHas myka, 19G 600.0
21-332 AnnepreH f26 - cBuHuHa, IgG 600.0
21-333 Annepren f85 - cenbaepen, IgG 600.0
21-334 AnnepreH f14 - coeBble 606bI, IgG 600.0
21-337 AnnepreH f25 - Tomatbl, I9gG 600.0
21-338 AnnepreH t14 - Tonons, IgG 600.0
21-339 AnnepreH f3 - Tpecka, IgG 600.0
21-340 AnnepreH f40 - TyHeu, IgG 600.0
21-341 AnnepreH f204 - copens, 19G 600.0
21-342 AnnepreH f17 - dyHayk, 19G 600.0
21-343 AnnepreH k20 - wepcTb, IgG 600.0
21-344 Annepret f105 - wokonag, IgG 600.0
21-345 AnnepreH e1 - anuTenuii Kok, IgG 600.0
21-346 AnnepreH e2 - anutenuii cobaku, IgG 600.0
21-347 AnnepreH f49 - abnoko, IgG 600.0
21-348 AnnepreH f1 - sudnbIn 6enok, IgG 600.0
21-349 AnnepreH f75 - An4HbIN xenTok, 19G 600.0
21-350 AnnepreH 232 - oBanbbymuH, IgG 600.0
21-351 AnnepreH f233 - oBomykoug, IgG 600.0
21-352 AnnepreH 245 - siilo kypuHoe, IgG 600.0
21-353 AnnepreH f231 - kunsiueHoe mMonoko, 1gG 600.0
21-354 AnnepreH f236 - MmonoyHas cbiBOpoTKa, IgG 600.0
21-355 AnnepreH f76 - anba-nakroansbymuH, IgG 600.0
21-356 AnnepreH f77 - 6eTa-naktornobynux, IgG 600.0
21-357 AnnepreH {78 - kaseuH, IgG 600.0
21-358 AnnepreH f81 - ceip "Heapep”, IgG 600.0
21-359 AnnepreH f82 - ceip "Moyng", 1I9G 600.0
21-360 AnnepreH f254 - kambana, IgG 600.0
21-361 AnnepreH f61 - capavHa, 19G 600.0
21-362 AnnepreH f50 - ckymbpus, IgG 600.0
21-363 AnnepreH f80 - nobctep (omap), I9G 600.0
21-364 AnnepreH f338 - rpebetuok, IgG 600.0
21-366 AnnepreH f290 - yctpuupl, IgG 600.0
21-368 AnnepreH f88 - 6apaHuHa, IgG 600.0
21-369 AnnepreH f284 - nhgenka, 1IgG 600.0
21-370 AnnepreH f212 - wamnuHboHsbI, IgG 600.0
21-371 AnnepreH f79 - kneikoBuHa (rnioTer), IgG 600.0
21-372 AnnepreH f8 - myka kykypy3aHas, IgG 600.0
21-373 AnnepreH f7 - myka oBcsiHas, 19G 600.0
21-374 AnnepreH f5 - myka pxaHas, IgG 600.0
21-375 AnnepreH f6 - myka siumeHHas, IgG 600.0
21-376 Annepren f55 - npoco, IgG 600.0
21-377 Annepret f9 - puc, IgG 600.0
21-378 AnnepreH f235 - yeueBuua, I9G 600.0
21-379 AnnepreH 10 - kyHxyT, IgG 600.0
21-380 AnnepreH f309 - HyT (TypeLkuii ropox), IgG 600.0
21-381 AnnepreH 15 - dbaconb 6enas, IgG 600.0
21-382 AnnepreH f315 - chaconb 3enenas, 1IgG 600.0
21-383 AnnepreH f287 - daconb kpacHas, 1gG 600.0
21-385 AnnepreH f93 - kakao, IgG 600.0
21-387 AnnepreH f202 - opex kewwbto, IgG 600.0
21-389 AnnepreH f203 - cuctalukosble opexu, IgG 600.0
21-390 AnnepreH f403 - nuBHble Apoxokn, IgG 600.0
21-391 Annepren f90 - conog, 19G 600.0
21-393 AnnepreH 262 - 6aknaxaH, 19G 600.0
21-394 AnnepreH 260 - kanycTa 6pokkonu, IgG 600.0
21-395 AnnepreH f217 - kanycra bpioccenbckas, IgG 600.0
21-396 AnnepreH f291 - kanycTta useTHas, IgG 600.0
21-397 AnnepreH 225 - TbikBa, IgG 600.0
21-398 AnnepreH f261 - cnapxa, IgG 600.0
21-399 AnnepreH f86 - netpyuuka, IgG 600.0
21-400 AnnepreH f215 - canat natyk, IgG 600.0
21-401 AnnepreH f214 - wnunart, IgG 600.0
21-402 AnnepreH f47 - yecHok, IgG 600.0
21-403 AnnepreH f48 - nyk, IgG 600.0
21-405 AnnepreH f234 - Banunb, I9G 600.0
21-406 Annepren f89 - ropunua, IgG 600.0
21-408 AnnepreH 270 - umbups, IgG 600.0
21-409 AnnepreH f281 - kappu (npunpasa), IgG 600.0
21-410 AnnepreH f278 - naspoBblii nncT, IgG 600.0




21-413 AnnepreH f405 - msiTa, IgG 600.0

21-414 AnnepreH f218 - nepeL kpacHbIn (nanpuka), IgG 600.0

21-415 AnnepreH f263 - nepe 3eneHbin, IgG 600.0

21-416 AnnepreH f280 - nepeL, YepHbi, IgG 600.0

21-421 AnnepreH f237 - abpukoc, IgG 600.0

21-422 AnnepreH f96 - aBokago, IgG 600.0

21-423 AnnepreH 242 - BuwHs, IgG 600.0

21-424 AnnepreH f94 - rpywa, 1gG 600.0

21-425 AnnepreH f87 - gbiHg, IgG 600.0

21-426 AnnepreH f402 - nhxwp, 1I9gG 600.0

21-427 AnnepreH 84 - kusu, IgG 600.0

21-429 AnnepreH f91 - maHro, IgG 600.0

21-432 AnnepreH f95 - nepcuk, IgG 600.0

21-433 AnnepreH f255 - cnmea, IgG 600.0

21-434 AnnepreH 289 - duHuku, 1IgG 600.0

21-435 AnnepreH f301 - xypma, IgG 600.0

21-436 AnnepreH f288 - sirofbl poaa 6pycHWYHbIX (Y4epHuka, ronybuka, 6pycHuka), IgG 600.0

21-437 AnnepreH k84 - macno nogconHeyHoe, IgG 600.0

21-449 AnnepreH e85 - nepo kypuupl, IgG 600.0

21-476 AnnepreH t401 - 6pasunbckoe nepeyHoe Aepeso, IgG 600.0

21-490 AnnepreH g15 - nweHuua kynbTuBMpoBaHHas, IgG 600.0

21-505 AnnepreH 072 - aHTepoTokcuH A (Stafilococcus aureus), IgG 600.0

21-506 AnnepreH 073 - aHTepoTokcuH B (Stafilococcus aureus), IgG 600.0
MaHenb annepreHoB xu1BOTHbIX Ne 70 (IgE): anuTenuin MopcKov CBUHKM, 3NUTENWIA KPONMKa, XOMSIK, Kpbica,

21-528 MbiLLb 1370.0

21-529 MaHenb annepreHoB *uBoTHbIX Ne 71 (IgE): nepo rycs, nepo KypuLibl, Nepo yTk1, Nepo UHAoKa 1570.0

21-530 MaHenb annepreHoB xuBoTHbIX Ne 72 (IgE): nepo BonHWCTOro nonyrasi, nepo nonyras, Nepo kaHapekn 1370.0
MaHenb "npocheccroranbHbix” annepreHos Ne 1 (IgE): nepxoTb noluaau, NepxoTb KOPOBbI, MEPO rycsi, Nepo

21-531 KypuLibl 1370.0
MaHenb knewesbix annepreHos Ne 1 (IgE): Dermatophagoides pteronyssinus, Dermatophagoides farinae,
Dermatophagoides microceras, Lepidoglyphus destructor, Tyrophagus putrescentiae, Glycyphagus

21-533 domesticus, Euroglyphus maynei, Blomia tropicalis 1370.0

21-534 MaHenb annepreHos aepesbeB Ne 1 (IgE): kneH siceHenucTbiil, Gepesa, BA3, Ay6, rpeLikuii opex 1370.0

21-535 MaHenb annepreHos aepesbeB Ne 2 (IgE): kneH siceHenucTbIiA, Tononb, B3, Ay6, nekaH 1370.0

21-537 MaHenb annepreHos aepesbeB Ne 5 (IgE): onbxa, neiuHa obbikHOBEHHas, BA3, uBa benasi, Tonorb 1370.0
MaHenb annepreHoB copHbix Tpae Ne 1 (IgE): ambpo3uns 0bbIkHOBEHHas, NOSbiHL 0BbIKHOBEHHAS,

21-538 MOAOPOXHWK, 30MbHIK, CONSHKA, OflyBaHUMK NIEKapCTBEHHBbI 1370.0
MaHenb nuwesbix annepreHoB Ne 3 (IgE): nweHnyHas Myka, oBCcsiHas Myka, KyKypy3Has Myka, CeMeHa

21-540 KyHXyTa, rpeyHeBas Myka 1370.0

21-541 MaHenb nuwesbix annepreHoB Ne 1 (IgE): apaxuc, MuHaanb, yHAYK, KOKOC, BpasnnbCkuii opex 1370.0

21-542 MaHenb nuweBbix annepreHoB Ne 2 (IgE): Tpecka, TyHeL, KPEBETKM, TOCOCh, MUAWN 1370.0
MaHenb nuwesbix annepreHoB Ne 6 (IgE): puc, cemeHa KyHxyTa, NIEHWYHas Myka, rpeqyHeBasi Myka, CoeBble

21-544 606b1 1370.0
MaHenb nuwesbix annepreHoB Ne 7 (IgE): suuHbIin 6enok, puc, KopoBbe MOMOKO, apaxuc, NILEHUYHas Myka,

21-545 coeBble 606bl 1370.0

21-546 MaHenb nuweBbix annepreHoB Ne 13 (IgE): 3eneHbin ropoluek, 6enas acornb, MOpKoBb, kapTodernb 1370.0

21-547 MaHenb nuweBsbix annepreHoB Ne 15 (IgE): anenbcuH, 6aHaH, 5610Ko, Nepeuk 1370.0

21-548 MaHenb nuwesbix annepreHoB Ne 24 (IgE): dyHayK, kpeBeTku, kueu, baHaH 1370.0

21-549 MaHenb nuweBbix annepreHoB Ne 25 (IgE): cemeHa kyHxyTa, Nekapckue ApOXKW, YECHOK, Cenbaepen 1370.0

21-553 MaHenb nuwesbix annepreHoB Ne 50 (IgE): kueu, MaHro, 6aHaHbl, aHaHaC 1370.0

21-554 MaHenb nuwesbix annepreHos Ne 51 (IgE): TomaTbl, kapTodenb, MOPKOBb, YECHOK, ropyMLia 1370.0
MaHenb nHransumorHbIx annepreHoB Ne 1 (IgE): exa cbopHas, TumodeeBka, KOHCKUI KaluTaH, ambpoans

21-556 06bIKHOBEHHAS, MOSIblHb OBGbIKHOBEHHAs! 1370.0
MaHenb nHransiumorHbIx annepreHoB Ne 2 (IgE): TumodbeeBka, Alternaria alternata (tenuis), 6epesa, nonbiHb

21-557 06bIKHOBEHHas 1370.0
MaHenb uHransiumorHbIx annepreHoB Ne 3 (IgE): Dermatophagoides pteronyssinus, anutenuit KoLku,

21-558 anuTtenuin cobaku, Aspergillus fumigatus 1370.0
MaHenb nHransiumorHbIx annepreHoB Ne 6 (IgE): Cladosporium herbarum, TumocbeeBka, Alternaria alternata

21-559 (tenuis), 6epe3sa, NonblHb 06LIKHOBEHHAsR 1370.0
MaHenb nHransiumorHbIx annepreHos Ne 8 (IgE): anuTenwii kowku, Dermatophagoides pteronyssinus,

21-560 6epesa, nepxoTb cobaku, NonbiHb 06LIKHOBEHHASs!, TUMOMEEBKa, po 1370.0
MaHenb uHransumorHbIx annepreHoB Ne 9 (IgE): anuTenwii kowku, nepxoTb cobaku, oBCsHULA Nyrosasi,

21-561 Alternaria alternata (tenuis), nogopoxHuk 1370.0
MaHenb nHransiuMoHHbIx annepreHoB Ne7 (IgG): anuTenui KoKW, NepxoTk cobaku, ANUTENUIA Kponuka,

21-562 nepxoTb nowaawu, kneuy, Dermatophagoides pteronyssinus 1370.0
MaHenb annepreHos nnecenn Ne1 (IgG): Penicillum notatum, Aspergillus fumigatus, Alternaria tenuis,

21-563 Cladosporium herbarum, Candida albicans 1370.0

21-564 MaHenb nbinbLeBbix annepreHos AepesbeB Ne9 (IgG): onbxa, Gepeaa, newwmHa obbIkHOBEHHas, UBa, Ay6 1370.0
MaHenb annepreHoB Tpas Ne1 (IgG): exa cbopHasi, OBCsIHWULA NyroBasi, pOXb MHOTONETHSISA, TUMOeeBka,

21-565 MSTIIVK NYroBoi 1370.0
MaHenb annepreHoB *uBOTHbIX Ne 1 (IgG): anuTenunid KoKW, NEPXOTb NOLLAAN, NePXOTb KOPOBbI, NEPXOThb

21-569 cobaku 1370.0
MaHenb annepreHos nbinn Ne 1 (IgG): AomaluHss neinb (Greer), Dermatophagoides pteronyssinus,

21-574 Dermatophagoides farinae, TapakaH-npycak 1370.0
MaHenb knewesbix annepreHos Ne 1 (IgG): Dermatophagoides pteronyssinus, Dermatophagoides farinae,
Dermatophagoides microceras, Lepidoglyphus destructor, Tyrophagus putrescentiae, Glycyphagus

21-575 domesticus, Euroglyphus maynei, Blomia tropicalis 1370.0
MaHenb nuwesbix annepreHoB Ne 3 (IgG): nweHnYHas Myka, OBCsiHasi Myka, KyKypy3Hasi Myka, CeMeHa

21-582 KyHXYyTa, rpeyHeBas Myka 1370.0

21-583 MaHenb nuwesbix annepreHoB Ne 1 (IgG): apaxuc, MUHAAnNb, yHAYK, KOKoc, 6pa3nnbekuin opex 1370.0

21-584 MaHenb nuwesbix annepreHoB Ne 2 (IgG): Tpecka, TyHeL, KpeBeTKU, OCOCh, MUAUN 1370.0
MaHenb nuwesbix annepreHoB Ne 5 (IgG): AnyHbIA 6enok, KOPOBbLE MOJIOKO, TPecka, MIeHNYHas Myka,

21-585 apaxwc, coeble 606kl 1370.0
MaHenb nuweBbix annepreHoB Ne 6 (IgG): puc, ceMeHa KyHXyTa, MiLeHYHas Myka, rpeYHeBasi Myka, CoeBble

21-586 606b1 1370.0
MaHenb nuwesbix annepreHoB Ne 7 (IgG): AnyHbIA 6enok, pUc, KOPOBbE MOFIOKO, apaxMC, MEHNYHas MyKa,

21-587 coesble 600b! 1370.0

21-588 MaHenb nuwesbix annepreHoB Ne 13 (IgG): 3eneHblii ropoLuek, benas gaconb, MOpKoBb, kapTodernb 1370.0

21-589 MaHenb nuwesbix annepreHoB Ne 15 (IgG): anenbcuH, 6aHaH, A61oko, nepcuk 1370.0

21-590 MaHenb nuwesbix annepreHoB Ne 24 (IgG): byHAayk, kpeBeTku, kueu, 6aHaH 1370.0

21-591 MaHenb nuwesbix annepreHoB Ne 25 (IgG): cemeHa KyHXXyTa, Nekapckue ApoXoku, YECHOK, cenbaepen 1370.0

21-592 MaHenb nuwesbix annepreHoB Ne 26 (IgG): AnyHbIi 6enok, Monoko, apaxuc,ropyunua 1370.0

21-593 MaHenb nuwesbix annepreHoB Ne 27 (IgG): Tpecka, dyHAYK, coeBble 606bI, NeHNYHas Myka 1370.0

21-594 MaHenb nuwesbix annepreHoB Ne 28 (IgG): cemeHa KyHXyTa, KPEBETKW, rOBSAVNHA, KUBU 1370.0

21-595 MaHenb nuwesbix annepreHoB Ne 50 (IgG): kuBu, MaHro, 6aHaHbl, aHaHac 1370.0

21-596 Manenb nuwesbix annepreHoB Ne 51 (IgG): TomaTbl, kapTodenb, MOPKOBb, YECHOK, ropunLa 1370.0

21-597 MaHenb nuwesbix annepreHoB Ne 73 (IgG): cBUHWMHA, KypUHOe MSCO, roBsiauHa, 6apaHuHa 1370.0

21-604 AnnepreH c68 - apTukauH / ynbTpakauH, IgE 700.0

21-605 AnnepreH c88 - MmenuBakauH / nonokaux, IgE 700.0

21-606 AnnepreH c82 - nuaokavH / kcunokaux, IgE 700.0

21-607 AnnepreH c83 - npokanH / HoBokauH, IgE 700.0




21-608 AnnepreH c86 - 6eH3okauH, IgE 700.0
21-609 Anneprex ¢100 - npunokaunH / uutaHecr, IgE 700.0
21-610 AnnepreH c89 - 6ynueakavH / aHekauH / mapkawH, IgE 700.0
21-611 AnnepreH 210 - TeTpakawH / aukauH, IgE 700.0
21-612 AnnepreH k40 - Hukenb, IgE 700.0
21-613 AnnepreH k41 - xpom, IgE 700.0
21-614 AnnepreH k43 - 3onoTo, IgE 700.0
21-615 AnnepreH k44 - meap, IgE 700.0
21-616 AnnepreH k45 - nnatuna, IgE 700.0
21-617 AnnepreH k46 - kobaneT, IgE 700.0
21-618 AnnepreH k48 - nannaguin, IgE 700.0
21-619 AnnepreH b1 - akpun, IgE 700.0
21-620 AnnepreH e1 - anuTenuit u nepxoTb Kowwku, IgE (ImmunoCAP) 750.0
21-621 AnnepreH e5 - nepxoTb cobaku, IgE (ImmunoCAP) 750.0
21-622 AnnepreH f245 - aiuo, IgE (ImmunoCAP) 750.0
21-623 AnnepreH f83 - msico kypuubl, IgE (ImmunoCAP) 750.0
21-624 AnnepreH f1 - au4nbIn 6enok, IgE (ImmunoCAP) 750.0
21-625 AnnepreH f75 - andHbIn xenTok, IgE (ImmunoCAP) 750.0
21-626 AnnepreH e85 - nepo kypuupl, IgE (ImmunoCAP) 750.0
21-627 AnnepreH f2 - monoko, IgE (ImmunoCAP) 750.0
21-628 AnnepreH f27 - roBsiguHa, IgE (ImmunoCAP) 750.0
21-629 AnnepreH f231 - kunsiueHoe monoko, IgE (ImmunoCAP) 750.0
21-630 AnnepreH f78 - kaseuH, IgE (ImmunoCAP) 750.0
21-631 AnnepreH d2 - knewy gomaluHeit neinu Dermatofagoides farinae, IgE (ImmunoCAP) 750.0
21-632 AnnepreH h1 - fomatHss neink (Greer), IgE (ImmunoCAP) 750.0
21-633 AnnepreH h2 - fomawHss nbinb (Hollister), IgE (ImmunoCAP) 750.0
21-634 AnnepreH f7 - oBec, oBcsiHasi myka, IgE (ImmunoCAP) 750.0
21-635 AnnepreH f11 - rpeunxa, rpeyHeBas myka, IgE (ImmunoCAP) 750.0
21-636 AnnepreH f79 - rnioTeH (knevikosuHa), IgE (ImmunoCAP) 750.0
21-637 AnnepreH f5 - poxb, pxaHas myka, IgE (ImmunoCAP) 750.0
21-638 Annepret f9 - puc, IgE (ImmunoCAP) 750.0
21-639 Annepren f3 - Tpecka, IgE (ImmunoCAP) 750.0
21-674 AnnepreH f4 - nwexnua, nweHnyHas myka, IgE (ImmunoCAP) 750.0
21-640 AnnepreH f41 - nococe, IgE (ImmunoCAP) 750.0
21-641 AnnepreH f204 - copens, IgE (ImmunoCAP) 750.0
21-642 AnnepreH f93 - kakao, IgE (ImmunoCAP) 750.0
21-643 Annepren f33 - anenbcuH, IgE (ImmunoCAP) 750.0
21-644 AnnepreH f35 - kapTocbens, IgE (ImmunoCAP) 750.0
21-645 AnnepreH f31 - mopkoBb, IgE (ImmunoCAP) 750.0
21-646 AnnepreH f25 - TomaTbl, IgE (ImmunoCAP) 750.0
21-647 AnnepreH f49 - abnoko, IgE (ImmunoCAP) 750.0
21-648 AnnepreH f92 - 6aHaH, IgE (ImmunoCAP) 750.0
21-649 AnnepreH f259 - BuHorpag, IgE (ImmunoCAP) 750.0
21-650 AnnepreH f44 - kny6Huka, IgE (ImmunoCAP) 750.0
21-651 AnnepreH f208 - numoH, IgE (ImmunoCAP) 750.0
21-652 AnnepreH f291 - useTHas kanycTa, IgE (ImmunoCAP) 750.0
21-653 AnnepreH f225 - TbikBa, IgE (ImmunoCAP) 750.0
21-654 AnnepreH f26 - cBuHuHa, IgE (ImmunoCAP) 750.0
21-655 AnnepreH f284 - msico unaeiiku, IgE (ImmunoCAP) 750.0
21-656 AnnepreH t14 - Tononb, IgE (ImmunoCAP) 750.0
21-657 AnnepreH t3 - 6epesa bopogasyatas, IgE (ImmunoCAP) 750.0
21-658 AnnepreH w8 - ogyBaHuuk, IgE (ImmunoCAP) 750.0
21-659 AnnepreH wé - nonbiHb, IgE (ImmunoCAP) 750.0
21-660 AnnepreH t2 - onbxa cepasi, IgE (ImmunoCAP) 750.0
21-661 AnnepreH g6 - TuMocbeeBka nyrosas, IgE (ImmunoCAP) 750.0
MaHenb GbiToBLIX annepreHoB hx2 (IMmunoCAP), IgE: AOMaLLHSAS MbiNb, KMeLy, AoMaLLHen Nbinv
21-662 D.pteronyssinus, knewy gomaluHeit nbinu D.farinae, TapakaH pbbxuin 750.0
MaHenb anneprexos nnecedn mx1 (IMmunoCAP), IgE: Penicillium chrysogenum, Cladosporium herbarum,
21-663 Aspergillus fumigatus, Alternaria alternata 750.0
MaHenb annepreHoB 3nakoBbix TpaB gx1 (ImMmunoCAP), IgE: exa cbopHas, oBCsHMLA NyroBas, nnesern,
21-664 TUModbeeBka nyrosasi, MATIUK NyroBON 750.0
21-665 MaHenb annepreHoB Aepesbes tx5 (IMmunoCAP), IgE: onbxa cepasi, nelwuHa, Bs3, UBa, Tononb 750.0
MaHenb annepreHoB XM1BOTHbIX €x2 (IMmunoCAP), IgE: nepxoTb KoLK, NepXxoTb COBaKM, ANMTENUiA MOPCKON
21-666 CBUHKM, KpbICa, MblLLb 750.0
MaHenb annepreHoB copHbix Tpae Wx5 (IMmunoCAP), IgE: ambpo3ausi Bbicokasi, NOMbiHb, HUBSIHHUK,
21-667 0flyBaH4WK, 30M0TapHUK 750.0
MaHenb nuweBbix annepreHos fx5 (IMmunoCAP), IgE: sn4HbIin 6enok, MOnoko, Tpecka, NileHnLa, apaxmc,
21-668 cost 750.0
21-669 MaHenb nuwesbix annepreHos fx73 (ImmunoCAP), IgE: cBuHuHa, roBsauHa, kypuua 750.0
MaHenb annepreHoB copHbix Tpae Wx3 (IMmunoCAP), IgE: nonbiHb, MOAOPOXHUK NaHLETOBUAHBINA, Mapb,
21-670 30M10TapHUK, Kpanvea AByAOMHas 750.0
MaHenb annepreqos TpaB wx209 (ImmunoCAP), IgE: amBpo3us Bbicokasi, aMbpoausi ronomeTensyarasi,
21-671 ambpo3us TpexHaapesaHas 750.0
21-672 MaHenb nuwesbix annepreHos fx26 (IMmunoCAP), IgE: snyHbIii 6enok, kKopoBbe MOIOKO, apaxwc, ropyuua 750.0
21-675 ®dapuaton (ImmunoCAP) 750.0
21-676 dapunaton getckuii (ImmunoCAP) 2200.0
21-673 Anneprounn ImmunoCAP 28000.0
21-677 AnnepreH f14 — cos, IgE (ImmunoCAP) 750.0
21-678 AnnepreH d1 - knew gomalureit neinu Dermatophagoides pteronyssinus, IgE (ImmunoCAP) 750.0
21-679 AnneprokomnoHeHT g205 - Tumocbeeka nyrosasi rPhl p1, IgE (ImmunoCAP) 750.0
21-680 AnneprokomnoHeHT g215 - Tumocbeeska nyrosasi rPhl p5b, IgE (ImmunoCAP) 750.0
21-681 AnneprokomnoHeHT t215 - 6epesa rBet v1 PR-10, IgE (ImmunoCAP) 2050.0
21-682 AnneprokomnoHeHT f232 - oBanbbymuH siiua nGal d2, IgE (ImmunoCAP) 2050.0
21-683 AnneprokomnoHeHT f233 - oBomykownz siiua nGal d1, IgE (ImmunoCAP) 2050.0
21-684 AnneprokomnoHeHT k208 - nu3ouum siiua nGal d4, IgE (ImmunoCAP) 1160.0
21-685 AnneprokomnoHeHT f323 - koHanbbymuH siiua nGal d3, IgE (ImmunoCAP) 760.0
21-686 AnneprokomnoHeHT f419 - nepcuk rPru p1 PR-10, IgE (ImmunoCAP) 2060.0
21-687 AnneprokomnoHeHT f420 - nepcuk rPru p3 LTP, IgE (ImmunoCAP) 2060.0
21-688 AnneprokomnoHeHT f421 - nepcuk rPru p4 Mpocunux, IgE (IMmunoCAP) 2060.0
21-689 AnnepreH f45 - nekapckve apoxoku, IgE (ImmunoCAP) 750.0
40-001 4 0bs3aTenbHbIX aHanuaa, akcnpecc 1600.0
40-003 MaHenb TecToB "TORCH-IgG" 1500.0
40-004 Manenb TectoB "TORCH-IgM" 1760.0
40-008 [pynna kpoBwu 1 pesyc-thakTop 580.0
40-015 JlabopaTopHoe obcneoBaHne neveHn 3190.0
40-018 TabopaTopHoe obcrejoBaHWe NoMKeNyA0HHON Xenesbl 1800.0
40-023 JlabopaTopHas AnarHoCTUKa aHeMWii ONTUManbHbIA 2310.0
40-025 TabopaTopHoe obcne/ioBaHWe NpeacTaTenbHON Keneabl 2200.0
40-027 abopaTopHoe obcneoBaHWe CycTaBoB 3300.0
40-029 XeHckas oHkonorus 3190.0




40-033 ExeroaHoe nabopatopHoe obcriefoBaHne My uHb! 6750.0
40-034 ExeroaHoe nabopatopHoe o6crnenoBaHne XeHLyHb! 6430.0
40-035 Manenb TectoB "TORCH-aHTMTENa" 3300.0
40-039 Buoxumnyeckue nokasaTenu - nunugorpaMma 880.0

40-042 VIHTUMHBIN - ONTUMAanbHbINA - aHaNW3 Maaka Y KEeHLMH 2420.0
40-043 VIHTUMHBIN - ONTUManbHbIV - aHanNU3 Maska y My>X4uH 1760.0
40-044 MnaHnpoBaHne 6epeMeHHOCTU - 3J0POBbE NAPTHEPOB (A1 KEHLLWH) 1375.0
40-045 MnaHnpoBaHne BepeMeHHOCTH - 06si3aTenbHbIe aHanu3abl 4510.0
40-046 MnaHnpoBaHne 6epeMeHHOCTH - FOpMOHanbHbIe aHanM3bl 2950.0
40-047 MnaHnpoBaHne 6epeMeHHOCTU - HeobXoAMMbIe aHanW3abl 3500.0
40-049 BepemeHHoCTb - | TpUmecTp 7590.0
40-050 BepemeHHocTb - Il TpumecTp 860.0

40-051 BepemeHHocTb - Il TpumecTp 4450.0
40-062 JabopaTopHoe obcneoBaHWe NoYek onTUManbHoe 1980.0
40-063 KnuHuyeckuin n Goxmmuyeckuii aHanm3a KpoBu - OCHOBHbIE NokasaTenun 2200.0
40-065 JabopaTopHoe obcnejoBaHWe LUTOBUAHOM xenesbl 3050.0
40-080 BupycHble renatuTel. MepBuyHas anarHocTuka 1500.0
40-081 BupycHbi renatnt A. KoHTponb adhekTBHOCTH Nocne neveHns 980.0

40-082 BupycHbi renatut A. ObcnenoBaHne KOHTaKTHbIX ML 600.0

40-083 BupycHbI renatut B. AHanuabl nepeq BakuuHaumen 750.0

BupycHbiii renatut B. O6cnepoBaHne Npu NoAo3peHun Ha cynepuHgekuuio renatuta B+[ ¢ uensio

40-084 onpeaeneHus hopmMbl 1 cTagum 3abonesanns 3150.0
40-085 BuipycHbI renatut B. KOHTpOnb akTMBHOCTM BUpYyca nepea Havyanom nevenus 2860.0
40-086 BupycHbIf renatut B. KOHTporb akTMBHOCTU BUpYyca nocne neveHns 2600.0
40-087 BupycHbliii renatut B. O6cnepoBanue Ans UCKIIOYEHUs BUpYyca renatuTa B, B TOM Yncne y KOHTaKTHbIX Nl 800.0

40-088 BupycHbi renatut B. Onpeaenenune dopmbl n cTagun 3abonesanus 3050.0

BupycHbiii renatut B. 3chhekTMBHOCTL NPOBEAEHHO BaKLMHALIMK 1 onpeaeneHne Heo6xoauMocTn

40-089 peBaKuuHauumn 440.0

40-091 BupycHbI renatut C. AHanu3bl nepes Ha4anom neveHns 5100.0
40-092 BupycHbI renatut C. KoHTponb akTUBHOCTW BUpYCa BO BPEMS U NOCHe neveHnst 4290.0
40-101 FOpMOHarnbHbIN - HApYLLEHUS MEHCTPYaNbHOTO LMKNna 1820.0
40-105 FopMoHanbHbIN - MeHonaysa 1600.0
40-106 NabopaTopHoe obcnefoBaHve cepaua u cocyaos 4990.0
40-110 VIHTUMHBIA - 9 TECTOB NO MOYe 1540.0
40-111 FocnuTanuaauuns B XMpypruyeckuii ctalumoHap 3700.0
40-112 FocnuTanusauvs B TepaneBTUYECKUiA CTaLuoHap 2800.0
40-117 4 0BasaTenbHbIX aHanuaa 810.0

40-120 Buoxumnyeckue nokasatenu - GunupybuH (obLymia, NpsiMoit, HenpsiMoi) 320.0

40-121 BanaHc aHaporeHoB 860.0

40-122 TabopaTOpHbIN CKPUHUHT UHEPEKLIMIA MOYEBBLIBOAALLMX NYTEN U NOYeK 990.0

40-123 labopaTopHoe obcneoBaHue - NpocTaTuT 1950.0
40-124 abopaTopHoe obcneoBaHue - racTpUT U si3BeHHas GonesHb xenyaka 4300.0
40-125 MnaHnpoBaHne 6epeMeHHOCTH - 30,0pPOBbE NAPTHEPOB (A MY>XUUH) 1380.0
40-128 AHTuTena k Toxoplasma gondii (IgM, IgG) ¢ onpeaenexvem aBuaHocTu IgG 3350.0
40-129 AHTuTena k Cytomegalovirus (IgM, IgG) c onpegenexvem asugHocTn IgG 2500.0
40-130 VIHTUMHBIN NAOC ANS MY>XYUH 2300.0
40-131 JlabopaTopHas auarHocTuka xenesoaeduuynTa 2200.0
40-132 abopaTopHas AnarHoCTUKa aHeMWii MakcUManbHbIN 3300.0
40-133 NabopaTopHoe obcneoBaHWe Npu peBMaToOMAHOM apTpute 2150.0
40-134 TabopaTopHoe obcrejoBaHMe No4Yek MakcumarnbHoe 3000.0
40-135 NabopaTopHoe obcnefoBaHue Npu MetTabonuyeckoMm cuHapome 4150.0
40-136 Ob6wwnit NnabopaTOpPHbIA CKPUHWHT (OHKONOMMYECKWUIA) 1820.0
40-137 JTabopaTopHble MapKkepbl paka MOMOYHO xenesbl 1280.0
40-138 JTabopaTopHble Mapkepbl paka nerkux 4550.0
40-139 TabopaTopHble MapKkepbl paka Wenkn MaTku 1870.0
40-140 ATepoCKpWH MaKkcUMarnbHbI 5250.0
40-141 ATepoCKpVH ONTUMarnbHbIN 1100.0
40-142 NabopaTopHoe obcnejoBaHWe Npu apTepuanbHON rmnepTeH3vun 1840.0
40-143 JlabopaTopHas AnarHoCTUKa OCTPOro KOPOHAPHOTO CMHAPOMA W MHapkTa M1okapAa (ONTUManbHbIN) 2420.0
40-144 JlabopaTopHas AnarHoCTUKa OCTPOro KOPOHAPHOTO CMHAPOMA W MHbapKTa M1okapaa (MUHUMAnbHbI) 2150.0
40-145 MoHWTOpPUHF caxapHoro avabeTa 1500.0
40-146 ‘TvpeouaHbIi NPocunb (pacLUMpeHHbI) 1500.0
40-147 ‘TvpeouaHbIi NPodunb (OHKOMOrYECKNIA) 1980.0
40-148 MyKcKoit ropMOHarbHblii cTaTyc - 6a3oBble nabopaTopHble nokasaTenu 1980.0
40-149 KeHckuii ropMoHarnbHbIN cTaTyc - 6a3oBble nabopaTopHble nokasaTenu 1650.0
40-150 TabopaTopHbIN CKPUHWUHT MPU TMPCYTU3Me 2350.0
40-151 OueHka (pyHKUWUM HaANOYEYHUKOB 1820.0
40-152 abopaTopHoe obcnejoBaHWe Npu 0CTEONopo3e 2200.0
40-153 KomnnekcHoe ceponoruyeckoe obcrnefoBaHne ayToMMMYHHBIX 9HAOKPUHONATUI 5830.0
40-154 TabopaTopHble MapKepbl paka IYHNKOB 1380.0
40-155 NTabopaTopHble Mapkepbl paka TONCTOW KULLIKA 1380.0
40-156 JabopaTopHas AuarHocTuka Lenuakum 3000.0
40-157 Ceponoruyeckas guarHoctuka Helicobacter pylori 1050.0
40-158 KomnnekcHas anarHocTuka Helicobacter pylori 1540.0
40-159 JlabopaTopHas AuarHocTuka remaxpomarosa 1980.0
40-160 JlabopaTopHas AuarHocTuka renatuTa - Gruoxummyeckne mapkepbl 1600.0
40-161 TabopaTopHas AvuarHocTuka naHkpeaTuTa 1520.0
40-162 JlabopaTopHas AnarHoCTUKa U MOHUTOPUHT aTpochHeCcKoro ractTpuTa v A3BeHHo 6onesHn 3630.0
40-163 Cepororuyeckas AuarHocTka Kopu, napoTuTa 1 KpacHyxu 3080.0
40-164 MoaTeepxaeHne nHduumMpoBaHus B-remonutieckum ctpentokokkom rpynnel A (St. Pyogenes) 850.0

40-165 OcTpble BUPYCHbIE KMLLEYHbIE MH(EKLUN - BbISIBIIEHWE 1 NOATBEPXAEHNE 1680.0
40-166 OcTpble 6akTepuanbHble KULLEYHbIE MH(EKLUN - BbISIBIIEHWE 1 NOATBEPXAEHNE 4500.0
40-167 JlabopaTopHas AvuarHocTuka paxuta 3960.0
40-168 TabopaTopHas AnarHoCTUKa MHAEKLIMOHHOTO MOHOHYKNeo3a 2000.0
40-169 TabopaTopHas AnarHoCTUKa reflbMUHTO30B W NapasuTo30B 2830.0
40-170 abopaTopHas AnarHOCTUKa KOKMioLa U NapakoksoLa 1050.0
40-174 Cepornoruyeckas AuarHocTuka krnewiesoro 6oppenvosa v aHuedanita 1950.0
40-175 Cepororuyeckas AnarHoCT1Ka KNeLyeBoro aHannasmosa v apnvmxuosa 2400.0
40-176 MLP-gnarHocTuka "knewebix" MHdeKkunii 1050.0
40-177 MonHoe ceponornyeckoe obcnefoBaHve Ha "knelesble” MHeKLn 4180.0
40-179 [InarHocTuka nepcuH1osa n ncesgotybepkynesa 1820.0
40-180 [BbifBRenme baKTOpOB pycKa paka LUekn MaTKi 2050.0
40-182 JlabopaTopHas AnarHOCTUKa aApeHOreHUTanbHoro CMHapomMa 1380.0
40-184 abopaTopHoe obcneoBanue npu nuenoHedpute 1550.0
40-222 MOHWTOPUHI NPOUNAKTUKN paxuTa 2420.0
40-273 Ddubpo/AkTuTect 16800.0
40-274 dubpoMakc 18900.0
40-275 CreaToCKpuH 8350.0
40-372 KomnnekcHas oLieHka pucka paka npeacTtaTenibHoM xenesbl (MHAeKC 340poBbs npocTaThl, phi) 8350.0




40-424 KomnnekcHoe uccnepoBaHve Ha ropmMoHbl (10 nokasateneit) 7260.0
40-443 Annepronornyeckoe obcnegoBanue npu akseme 5950.0
40-444 Annepronornyeckoe obcneoBanue nepes BakuyHaumen 5170.0
40-445 KoMnoHeHTHasi AuarHocTuka anneprim Ha Mosioko 1460.0
40-446 KoMnoHeHTHasi AuarHocTuka anneprv Ha sindHbii 6enok 5610.0
40-447 KomnoHeHTHasi AuarHocTuka annepriv Ha pykThbl (Nepcuk) 5720.0
40-501 OnpepeneHue aBMAHOCTN UMMYHOTOBYNMHOB knacca IgG k BUpYCYy KpacHyxu 1300.0
40-502 OnpepeneHue aBMaHOCTU UMMYHOTMOBynHOB knacca IgG k Bupycy dnwtenHa-bapp 1750.0
40-503 OnpepeneHue aBMaAHOCTU MMMYHOTMoBynnHOB knacca IgG k Bupycy npoctoro repneca | u Il Tunos 1300.0
40-504 [acTponaHenb 3960.0
41-001 KapauvonporHos 950.0
41-002 Mpodunaktuka guabeta 600.0
41-003 CKPWHWHT (DYHKLIMW LMTOBUIHOWM XKenesbl 660.0
41-004 MpodunakTuka octeonoposa 1540.0
41-005 DYHKLWS NEYEHN U NOAKeNYA04HON Xenesbl 750.0
41-006 DYHKLWS NOYEK (CKPUHMHT) 550.0
41-007 Onkonpodunaktuka Ans MyxunH (NMCA obwuit + NMCA cBo6oaHbIIT) 690.0
41-008 Mpodunaktuka aHemumn 760.0
42-001 MpeapacnonoXeHHOCTb K NOBbILLEHHOW CBEPTLIBAEMOCTN KPOBU 1980.0
42-002 MpeapacnonoXeHHOCTb K NMOBbILUEHHOMY YPOBHIO roMoLMCTeNHa 2680.0
42-003 [eHeTUYecKniA pUCK Pa3BUTUS TMNEPTOHNN 5390.0
42-004 [eHeTUYecKWi pUCK Pa3BUTUSi NPeaKnamncun 5390.0
42-005 MpeapacnonoXeHHOCTb k CepAeYHO-COCYAUCTON HEA0CTaTOMHOCTH 3630.0
42-006 Buonornyecknin puck npuema ropMoHarnbHbIX KOHTPaLLEeNTUBOB 2480.0
42-007 MpeapacnonoXeHHOCTb K paHHel NpYBbLIYHON NoTepe 6epemMeHHOCTH 3630.0
42-008 MpeapacnonoXeHHOCTb K paHHel NpyBbIYHON NoTepe 6epeMeHHOCTH (pacLUMPEHHDIit) 5390.0
42-009 [eHeTUyecknid puck pa3suTusi Tpombochunum 3630.0
42-010 [eHeTnyecknid puck pa3suTns TpoMBoUNUK (pacLLMPEHHbIit) 5390.0
42-012 Puck paHHero pa3BuTusi paka MOMOYHO Xenesbl U ANYHUKOB 4180.0
42-014 [eHeTUYeCcKniA pUCK Pa3BUTUS TUNEPrIVKeMUN 3630.0
42-015 F'opMoHO3aBMCUMOE HapyLueHWe crepmaToreHesa 5940.0
42-016 [eHeTUyeckne NpuyMHbLI Myxckoro becnnoawvs 7150.0
42-018 JlakTO3Has HeNepeHOCMMOCTb Y B3POCIIbIX 1980.0
42-019 MpeapacnonoXeHHOCTb K KonopeKkTanbHOMy paky 5940.0
42-020 TecTuKynsipHOe HapyLleHWe crepmaTtoreHesa 3630.0
ﬂpe,qpacnono)KeHHoch K I/IHdJEKLLVIOHHbIM 3aboneBaHusAM. He,ClOCTaTO"IHOCTb MaHHO3-CBA3bIBaOLWEro
42-022 nekTuHa 2950.0
42-024 HacnepacTteeHHas runepbunupybunemus. Cunapom Xunsbepa 3630.0
42-025 HacnepacTBeHHbIN reMoxpoMaTos (MepBrYHbIN, acCOLMMPOBaHHbIN ¢ reHom HFE) 3630.0
BoisiBnexue reHa ructocoemectumoctut HLA-B27. OnpeneneHve npeapacnonioXXeHHOCTH K pasBUTHio
42-087 croHaunoapTponaTwii (B T.4. aHKUNO3WpytoLLEero cnoHaunuTa - 6onesHb Bextepesa) 1800.0
(x)B03.016.002 OBt (KTMHUYECKUI) aHann3 KpoBw 380.0
B03.016.003 OBt (KMHWUYECKUI) aHanW3 KPOBW pa3BEPHYThIN 610.0
A12.05.121 [nddepeHLmpoBaHHbIA NOACHET NENKOLMTOB (nelikouuTapHas hopMyna) ¢ «py4HON» MUKPOCKOMMUEN Maska. 160.0
A12.05.001 WccnepoBaHue ckopocTu oceaanus aputpoumtos (COJ) 140.0
A12.05.127 MopcyeT a3pnTpoLMTOB C 6a30(PUNBLHON 3EPHUCTOCTLIO 190.0
A12.05.123 WccnenoBaHue ypoBHS PeTUKYIOLIMTOB B KPOBU 230.0
A12.05.005.1 WccnepoBaHue ocHOBHbIX rpynn kposu (A B 0)+pesyc caktop 480.0
B03.016.006 AHanu3 mouu obLmn 200.0
B03.016.015 AHanu“3 Mo4un No 3UMHULKOMY 430.0
B03.016.014 AHanu3 mouu no HeunnopeHko 240.0
B03.016.006.1 AHanu3 Moun obLnii Tpex pasHbix nopuuin: (TpexcrakaHHas npoba) 430.0
MI/IKDOCKOHVHGCKOG uccnenoBaHue HaTUBHOMO U OKpaLLEeHHOro npenapara MOKpPOTbI (OﬁLLlIAI;i aHanua
A12.09.010.1 MOKPOTbI ) 270.0
A12.19.005 WccneposaHue uanyecknx CBOWCTB kanoBblx Macc (konporpaMma) 280.0
A12.28.015.1 Mwukpockonuyeckoe UccrnefoBaHVe OTAENSAeMOro MOYenosioBbIX OPraHoB. 360.0
MI/IKDOCKOHVHGCKOG uccnenosaHue OTne4aTkoB C NOBEPXHOCTU KOXU NepuaHanbHbIX CKNagoK Ha ﬂl;iLLa
A26.01.017 ocTpuu (Enterobius vermicularis) Miccnegosanue Ha aHTepo6mos 310.0
A26.19.010.1 WccnepoBaHue kana Ha NpocTenlune v Siua reflbMUHTOB 330.0
A09.05.010 WccnenosaHue ypoBHs obLuero 6enka kposu 180.0
A09.05.011 WccneposaHue ypoBHs anbbymunHa B KpoBu 180.0
A09.05.017 VccnefoBaHue ypoBHSi MOYEBWHbI B KPOBU 180.0
A09.05.018 WccnepoBaHue ypoBHSi MOYEBOW KUCMOTbI B KPOBU 180.0
A09.05.020 VccnepoBaHue ypoBHS KpeaTUHUHA B KPOBU 180.0
A09.05.009 OnpepeneHue koHUeHTpauun C-peakTuBHOrO H6enka B CbIBOPOTKE KPOBU 350.0
WccnenoBaHus ypoBHst N-TepMUHAnNbHOMO hparMeHTa HaTpuinypeTudeckoro nponentuaa mosroeoro (NT-
proBNP) B KpoBM («MO3roBOW HaTpuitypeTU4eckuii NenTua» «HaTpuitypeTudeckuii nentua tuna B (BNP) unmn
A09.05.256 GC-B» «nenTuaHbIin ropmMoH») 1200.0
A12.06.019 WccnenosaHue peBmaTouaHbIX akTopoB B KPOBU 550.0
A09.05.007 MccnenoBaHue ypoBHS xerneaa B CbIBOPOTKE KPOBU 190.0
A12.05.011.1 MccnenoBaHne ypoBHS xeneaa CbIBOPOTKM KPOBY 1 06LLEl Xene3ocBs3biBatoLLeit COCOGHOCTU CbIBOPOTKM 220.0
(x)A09.05.023 MccnenoBaHue ypoBHS MHOKO3bl B KPOBW 110.0
A09.05.083 WccnenoBaHne ypoBHS IMIMKMPOBAHHOTO reMornobuHa B KpoBU 430.0
AHanu3 KpoBM MO OLiEHKE HapyLIeHU NunuaHoro obmeHa Gruoxumudeckuii (Nunuaorpamma: obLymin
xonecTepuH xonectepun-frBI (anbta) xonectepun-NMNHI (Geta) xonectepun-NMOHTT (npe-6eTa)
B03.016.005 TpUrnuuepuabl koaddULMEHT aTeporeHHOCTH) 610.0
A09.05.004 WccnenoBaHue ypoBHs anba-nmnnonpoTenHoB (BbICOKOW NAIOTHOCTW) B KPOBU 170.0
A09.05.025 WccnenoBaHue ypoBHS TPUTMALEPUAOB B KPOBU 170.0
(x)A09.05.026 VccnepoBaHue ypoBHS XonecTepuHa B KpOBU 150.0
A09.05.028 WccnepoBaHue ypoBHS MUNONPOTENHOB HA3KON MAIOTHOCTH 210.0
A09.05.021 WccneposaHue ypoBHsi obLiero 6unmpybuHa B kposu 160.0
A09.05.022 BununpybuH obLunii n ero cpakunm: cBoboAHbIN 1 CBA3aHHbIN 230.0
A09.05.045 OnpepeneHue akTUBHOCTW aMmurasbl B KPOBU. 160.0
A09.05.041 VccnenoBaHue ypoBHs acnapat-TpaHcamuHasbl B kposu (ACT) 140.0
A09.05.042 VccnenoBaHue ypoBHS anaHuH-TpaHcamMuHasbl B kposu (AJ1T) 140.0
A09.05.046 WccnenoBaHue ypoBHS LenoyHol doccdaTasbl B KpoBU 140.0
A09.05.031.1 K/Na/Cl (komnnekcHoe uccriefoBaHue Ha 3 anekTponuta) 250.0
A09.05.032 WccnepoBaHue ypoBHs 06LLEro kanbLmus B KpOBU 150.0
A09.05.033 WccnenoBaHue ypoBHSi HeopraHuyeckoro goccopa B KpoBu 150.0
A09.28.003 Onpepenenue benka B Moye 180.0
A09.28.003.001 OnpepeneHue anbbymuHa B Mode (MUKpoarnbbymuHypus) 370.0
A09.28.003.002 OnpepeneHue 6enka B CyTO4YHOW MOYe 270.0
A09.28.006 VccnefoBaHue ypoBHS kpeaTHUHA B MOYe (pa3oBasi Unn CyTouHasi Mova) 190.0
A09.28.008 WccnenoBaHue ypoBHS NOPCOUPUHOB U UX NPON3BOAHBIX B MOYe 240.0
A09.28.009 WccnenoBaHue ypoBHSi MOYEBWHbBI B MOYe (pa3oBasi Uu CyTo4Hast Mova) 190.0
A09.28.010 VccnenoBaHue ypoBHSi MOYEBOIA KUCMOTbI B MOYe (pa3oBast UMnn CyToYHast Moya) 190.0
A09.28.011 VccnenoBaHue ypoBHSI IM0KO3bl B MOYe (pa3oBasi Unu CyTouHas Mova) 190.0
A09.28.012 VccnenoBaHue ypoBHS kanbLusi B MoYe (pa3oBasi UK CyToYHas Moya) 190.0
A09.28.013.1 K/Na/Cl (komnnekcHoe uccriefoBaHue Ha 3 anekTponuta) 250.0




A09.28.015 WccnepoBaHue ypoBHS aLeToHa B Move 220.0
A09.28.026 WccneposaHue ypoBHsi occhopa B Moye (pa3oBas Unu CyTouHasi Mova) 230.0
A09.28.027 OnpepeneHue anacTasbl (anbda-amvnasbl) B Moye 240.0
A09.28.032 WccnepoBaHue ypoBHsi ypobunuHa B Move 220.0
Koarynorpamma (OpeHTMPOBOYHOE UCCNEA0BaHUE CUCTEMBI FEMOCTa3a - NPOTPOMGUHOBOE Bpemst (MTU)
B03.005.006 MHO cubpuHoreH TpombuHosoe Bpemsi AMTB=AMNTB) 610.0
A09.05.050 WccnepoBaHue ypoBHst pubpuHOreHa B KpoBu 230.0
A09.05.051.001 WccneposaHue yposHsi [1-aumepa B KpoBu 1200.0
A12.05.027 OnpepaeneHue NpPoTpPoMBUHOBOrO (TPOMBOMNNACTUHOBOMO) BpEMEHN 180.0
A12.05.028 OnpepeneHue TPOMBUHOBOrO BpeMEHM B KPOBU 260.0
A12.05.039 AKTUBMPOBaAHHOE YacTUYHOe TpombonnacTuHosoe Bpems (AHTB=ATTB) 190.0
A12.30.014.1 OnpepeneHue npoTpombuHoBoro Bpemenn + MHO 190.0
A09.05.061 WccnepoBaHue ypoBHsi CBOBOAHOTO TPMIAOATUPOHMHA (T3) B CbIBOPOTKW KPOBW 390.0
A09.05.063 WccnenoBaHue ypoBHSi CBOBOAHOTO TUPOKCUHA ChIBOPOTKU (T-4) KpoBM 400.0
A09.05.065 VccnefoBaHue ypoBHSi TUPEOTPOMHOTO ropMoHa B kposu (TTI) 400.0
A12.06.045 WccnenoBaHue aHTUTEN K TUPEONepoKcuaase B KpOBU 480.0
A09.05.078 WccnenoBaHue ypoBHs 06LLEro TectoctepoHa B KpOBU 480.0
A09.05.087 WccnepoBaHue pakumin nponakTuHa B KpoBu 430.0
A09.05.131 VccnenoBaHue ypoBHS NMAaTUHW3MPYIOLLETO FOPMOHa B CbiBOpOTKe kpoBu (M) 420.0
A09.05.132 WccnepoBaHue ypoBHst onnuKynocTumynupytolero ropmoHa (®Cr) 420.0
A09.05.153 VccnefoBaHue ypoBHSi NpOrecTepoHa B KpoBU 350.0
A09.05.090 WccnenoBaHue ypoBHSt XOPUOHWYECKOro roHaaoTponuHa B kposw (XMTY) 460.0
A09.05.130 MpocTtaTtuyeckun cneuyuduyeckuii aHturen (MCA) obLmin 490.0
A09.05.130.001 MpocTtaTuyeckun cneunduyeckuin aHtureH (NMCA) ceoboaHbIR 490.0
A09.05.202 VccnenoBaHue ypoBHSt aHTUIeHa afeHoreHHbIx pakos CA 125 B kpoBu 530.0
Komnnekc uccnenosaHnin NpeaonepaLUroHHbI Ansi NpOBEAEHNs NTaHOBOTO ONepaTMBHOMO BMELIATENbCTBa
(OnpepeneHue aHTuTen k 6GneaHoii TpenoHeme (Treponema pallidum) B KpOBK ka4eCTBEHHOE UCCreaoBaHne
B03.003.001.01 Onpepenenue antureHa (HBsAg) Bupyca renatuta B (Hepatitis B virus) B 1450.0
Komnnekc nccnenosaHnin npeaonepaLUmoHHbIi Ans NpoBeAeHNs NNaHoBOro ONepaTMBHOMO BMeLLaTernbCTea
(Onpepenenue antuten k 6neaHoit TpenoHeme (Treponema pallidum) B KpOBK Ka4ecTBEHHOE UCCreoBaHNe
B03.003.001.02 Onpepenenue aHTureHa (HBsAg) Bupyca renatuta B (Hepatitis B virus) B 530.0
A26.06.036.001 Tenatut B HBsAg (®A) 230.0
Onpepenenue aHTurena (HBsAg) Bupyca renatuta B (Hepatitis B virus) B kpoBu konmyecTseHHoe
A26.06.036.002 ncenefosaHne 1320.0
A26.06.041 Tenatut C anti-HCV (U®A) 530.0
Onpepenexne cymmapHbix aHTUTen knaccoB M n G (anti-HCV IgG v anti-HCV IgM) k Bupycy renatuta C
A26.06.041.002 (Hepatitis C virus) B kposu UXJ1A oTBeT B TeueHue aHA 640.0
A26.06.082 OnpepeneHue aHTuTen k 6reaHoit TpenoHeme (Treponema pallidum) B kpoBu 520.0
OnpepeneHue aHTuTen k 6neaHoi TpenoHeme (Treponema Pallidum) B HeTpenoHeMHbIx Tectax (RPR PMIT)
(Ka4yecTBeHHOE MCCrel0BaHIe) B CbIBOPOTKE KPOBU (PeakLms MUKPOMPELMNUTALMM C KapaMONUMNHOBLIM
A26.06.082.001 aHTUreHoMm) 200.0
OnpepeneHue aHTuTen k 6reaHoit TpenoHeme (Treponema pallidum) B UMMyHO(DEPMEHTHOM UcCneoBaHNN
A26.06.082.002 (MDA)B cbiBOpPOTKE KPOBM 320.0
A26.06.049.001 AHTUreH 1 aHTuTena k BUY1/2 (MPA) 370.0
WccneposaHue yposHsi aHTuTen knaccoB M G (IgM IgG) k Bupycy ummyHoaeduumta Yenoseka BUY-1/2 n
A26.06.049.001.01 aHTureHa p24 (Human immunodeficiency virus HIV 1/2 + Agp24) B kposu UXNA 730.0
A08.08.002.1 Mwukpockonuyeckoe UCCreoBaHne OTAENSAEMOro BEPXHUX AblXaTerbHbIX MyTen (pUHoLUTorpamMma) 390.0
A09.05.054.001 MmmyHornobynuH E 390.0
Onpepenenve HK Bupyca dnwTeinHa-bapp (Epstein-Barr virus) metogom MLIP konnyectBeHHoe
A26.05.011.002.1 nccnegosaHue 390.0
ViccnenoBaHme 61ONOrMYeckoro Matepuarna Ha Hanuume naToreHHHoro ctacunokokka 1 nokanusauus
(Onpepenenne JHK METULIMNMNH-YYBCTBUTENbBHBIX M METULIMIIIMH-PE3NCTEHTHBIX Staphylococcus aureus
A26.08.068.002 METULMNNNH-PE3NCTEHTHBIX KoarynasoHeraTusHbIx Staphylococcus spp. B Maskax co 430.0
ViccnepoBaHme 6MONOTMYECKOro MaTepuana Ha Hanu4me NaToreHHHoro CTacUnokokka 2 nokanuaaLum
(Onpepenenue [HK METULMNNUH-YYBCTBUTENbHbBIX 1 METULMINWH-PE3NCTEHTHBIX Staphylococcus aureus
A26.08.068.002.1 METULIMNNUH-PE3NCTEHTHBIX KoarynasoHeraTuBHbIx Staphylococcus spp. B Maskax co 760.0
Viccnegosanme kana Ha HOCUTeNbCTBO BO3byANTenel KNWeYHbIX nHekuni (BoissneHune u
nnddeperumaumm [IHK mukpoopraHuamo poaa Lurenna (Shigella spp.) n aHTepouHBa3auBHbIx E. coli
A26.19.063.001.1 (EIEC) CanbmoHenna (Salmonella spp.) TepmocbunbHeix Kamnunobakrepuin (Campylobacter spp.) 970.0
A26.20.009.006.1 Onpepenenuve [HK Bupycos nanunnomsel Yenoseka (Papilloma virus) 16 n 18 Tunos metogom MLP 290.0
A26.20.010.001.1 Onpepenenve [IHK Bupyca npoctoro repneca 1 u 2 Tunos (Herpes simplex virus types 1 2) metogom MLP 220.0
Onpepenenve [IHK BupycoB nanunnomsl Yenoseka (Papilloma virus) BbICOKOro kaHueporeHHoro pucka (16 18
A26.20.012.003.1 3133 353945 51 52 56 58 59 tunbl) AHK reHotunuposaxve metogom MLIP konuyecTBeHHOe uccnepoBaHve 1330.0
Onpepenenve HK v Tvna Bupycos nanunnomel Yenoseka (Papilloma virus) BbICOKOro kaHLeporeHHoro
pucka metoaom MLP konuyectBeHHoe nccnenosanue(Onpeaenexve [IHK BupycoB nanunnomel YenoBeka
A26.20.012.004.1 (Papilloma virus) Bbicokoro kaHueporeHHoro pucka (16 18 31 33 353945515 970.0
A26.20.020.001.1 Onpepenenve HK xnamuaun Tpaxomatuc (Chlamydia trachomatis) metogom MLP 300.0
A26.20.022.001.1 Onpepenenue [IHK roHokokka (Neiseria gonorrhoeae) metogom MNLP 320.0
A26.20.026.001.1 Onpepenenue IHK TpuxomoHac BaruHanuc (Trichomonas vaginalis) metogom MNLP 320.0
A26.20.027.001.1 Onpepenenve IHK mukonnaamel rerutanuym (Mycoplasma genitalium) metogom MNLP 310.0
A26.20.028.002.1 Onpepenenue IHK mukonnaamel xomuHuce (Mycoplasma hominis) metogom MLP 310.0
A26.20.029.002.1 Onpepenenue IHK ypeanna3m (Ureaplasma spp.) metogom MNLIP konnyectBeHHoe nccneosaHne 310.0
A26.20.030.001.1 Onpepenenve [HK raparepennel BarnHanuc (Gadnerella vaginalis) metogom MNLP 310.0
nochriop™ (KoMmnnekcHas AMarHoCTvka AMCHr1o3oB yporeHuTanbHoro Tpakta) BknioyaeT: Lactobacillus
O6uwas 6akTepnansHas macca Gardnerella vaginalis Atopobium vaginae Prevotella species Leptotrichia
A26.20.032.001 amnionii group Staphylococcus spp Enterococcus spp Streptococ 1500.0
A26.20.033.001.1 Onpepenenvne JHK mukonnaam (Ureaplasma parvum) metoaom MLP 310.0
Onpepenenue [IHK Streptococcus agalactiae (SGB) B otaensiemom meTtonom MLIP konuyecTBeHHoe
A26.20.037.002.1 nccnegosaHue 310.0
A26.21.010.002.1 Onpepenenve JHK untomeranosupyca (Cytomegalovirus) metogom MLP 310.0
A26.21.035.001.1 Onpepenenvne JHK mukonnaam (Ureaplasma urealyticum) metogom MLP 310.0
A26.21.044.001.1 Onpepenenve JHK rpuos poaa kaHanaa (Candida albicans) metopom MLP 310.0
01.18.89 BeisiBnenne PHK kopoHaBupyca SARS-CoV-2 metogom OT-TLIP B pexume peansHOro BpeMeHn 750.0
A26.06.077.1 PTIA ¢ canbMoHesnne3HbIM1 rpynnoBbIMA AMArHOCTUkymamu (rpynna Vi - GproLHoi Tud) 510.0
4412 Ba3odunbHas NyHKTaLms 3pUTPOLIMTOB 150.0
9375 WccnenoBaHue ypoBHS TPOMBOLIMTOB B KPOBU 340.0
10463 WccnenoBaHue ypoBHS TPOMBOLIMTOB B KpoBU Mo POHMO 140.0
4561 KnuHnyeckuin aHann3a Kposw - 4 nokasatensi (reMornobuH, 3pUTPOLMTI, NERKOLINTbI, TPOMBOLMTLI) 160.0
416 KnnHnyeckuin aHanna KpoBu ¢ MOPONOr1ieckoil OLIEHKOI NaTornormyecknx pesynotatos, 6e3 CO3 190.0
433 Mansipust (TNasmoaun Mansipun B KpoBU) 260.0
425 PeTukynouuTbl 160.0
419 CkopocTb ocefiaHusi aputpouutos (COQJ) 110.0
9706 FemouuTorpamma ansa auddepeHumansHoM AMarHocTukY 3aboneBaHnin CUCTEMbI KDOBU 110.0
315 Tpynna kpoBu 330.0
4315 ['pynna KkpoBu n peayc-thakTop 520.0
6555 Onpepenexne TUTPa rpynoBbIX aHTUTEN B CbIBOPOTKE KPOBU™ 7300.0
6710 MonHoe cheHOTUNMPOBaHMWE Mo aHTUreHam cuctembl Pesyc (reHbl Cc, Ee) n aHTureHam cuctemsl Kell 1200.0
316 Pe3yc-cbaktop 330.0
317 CKPUHWHT U30MMMYHHbIX aHTU3PUTPOLIMTapHBIX aHTUTen (no cuctemam Peayc, Kenn, lesnc v ap.) 450.0
198 AHTUTPOMGWUH 11T 400.0




192 AYTB 210.0
109125 AYTB 4yBCTBUTEMbHBIN K BONMYAHOYHOMY aHTUKOArynsiHTY 1400.0

9125 Bon4aHouHbI aHTUKOArynsiHT 830.0

4502 [O-nvmep 890.0
418 Koarynorpamma (npotpom6uH no Keuky + MHO, A4TB, dubpuHoreH, TpomMbrHoBoe Bpems) 470.0

6587 MpoTenH S* 3000.0

6586 MpoTenH C* 3000.0
191 MpoTpombuH no Keuky + MHO 250.0

PaclumpeHHas koarynorpamma (npotpom6ux no Keuky + MHO, A4TB, cubpuHoreH, Tpom6uHoBoe Bpemsi,

4418 aHTUTPOMBUH lIl, D-gumep) 1400.0
199 'TpombuHOBOE Bpems 250.0
193 DdubpuHoreH 210.0

6589 dakTop Bunnebpanga 1600.0

4634 MoHocenekTvBHbIN aHanua anekTponuTos: Na +, K +, Ca ++, pH 350.0
155 Kanuit (K+) 260.0

4552 KanbLuit MoHM3npoBaHHbIi (Ca++) 290.0
154 Hatpuit (Na+) 260.0
160 Xnopuge! (Cl) 230.0
177 AnaHuHamuHoTpaHcdepasa (ANT) 120.0
127 AnbbyMUH 120.0

6247 Anbcha-2-makpornobynuH 700.0
175 Amunasa 150.0

5711 AMunasa naHkpeaTudeckas 250.0
314 AHTucTpenTonuaund O (ASL-O) 300.0
151 AnonunonpoTenH A1 400.0
153 AnonunonpoTtevH B 400.0
176 AcnapTtatamuHoTpaHccdepasa (ACT) 130.0
124 Benok obLwmin 130.0
146 BununpybuH obuynii 110.0
147 BunupybuH npsimon 110.0

4633 BunupybuH: obLwmi, NpsiMoN, HenpsiMon 230.0
187 Famma-rnytamuntpaHcdepasa (IT) 130.0
172 Fantornobux (6enok, cea3biBaloLLWii CBOBGOAHBIN remMornobuH) 530.0

2106 [ nyknpoBaHHbIn remornobuH (HbA1c) 370.0
137 niokosa 110.0
163 XKeneso 140.0
164 >KenesocssabiBatoLas cnocobHocTh obLas (Fe + HeHacbiweHHas XKCC) 230.0

9489 >KenuHble kucnotsl (Bile Acids)* 3400.0
156 Kanbumit obwmin 140.0

10129 Kny6oukoBasi punbTpauus, pacyet no cdopmyne CKD-EPI?kpeaTuHunH 140.0
344 KomnnekcHoe uccnepoBanve hocthopHo-kanbLmeBoro obmeHa (KpoBb 1 CyTo4Has Moya) 1400.0

KoMnnekcHoe onpeaeneHme XenyHbIX KUCTOT (XONEeBOM, XeHOAEOKCUXOMNEBON, [IEOKCUXOMNEBO,
NIMKOXONEBOW, NINTOXONEBOA, TaypOXONEeBoW, ypCOAE30KCUXONEBOI) B Nnasme KpoBU METOAOM XpoMaTo-

478 Macc-cnekTpomMeTpun* 9350.0
129 KpeaTuHuH 110.0
185 KpeaTuHkuHaza 220.0
186 KpeatuHknHasa-MB (KK- MB) 260.0

5719 TNakTat 430.0
180 TNaktatgernpporeHasa (J10I) 140.0

5720 TenTun* 830.0
142 Tueep-tect (AT, ACT, obwwnit GunupyouH, I T) 430.0
149 Tunasa 300.0

Junnpgorpamma (xonectepuH obwmn, Tpurnuuepuael, JINBM, NMHM, NMOHT, koadduuneHT ateporeHHoCTy,

10145 CXK) 610.0
145 Jvnupgorpamma (xonectepuH o6wwmin, Tpurnuuepuabl, NIMNBI, JINHM, JINOHTI, koachduumeHT aTeporeHHoCcTN) 530.0

10138 TnonpoTeuH (a) 1300.0
157 MarHuit 160.0
370 Muiornobux 940.0
133 Movuesas kucrota 110.0
131 MouesuHa 110.0

Onpenenexre MarnoHOBOrO AnarbAeriaa (Mapkepa OKUCIINTENbHOTO CTPecca) B KpOBN METOAOM

6799 BbICOKO3(H(PEKTUBHOM XKMOKOCTHON XpoMaTorpadum co cnekTpooTOMETPUHECKUM AETEKTUPOBaHNEM* 1950.0
182 Mpo6a Pebepra (cyTouHas Moya+KpOBb) 230.0

4675 MporHo3 pa3BuTus atepocknepo3a (anoA, anoB, CPB, koadduumeHT anoA1/anoB) 840.0

4676 MporHo3 peueansa NBC (uepynonnaamut, CPB, rantornobuH) 2180.0

6419 MpoLEeHT HacbileHnst TpaHcdheppuHa 390.0

PaclumperHas nunugorpamma (xonectepuH obwmn, Tpurnuuepuael, JINBM, JINHM, NMNOHT, koadduuueHT

10144 ateporeHHocTu, CXKK, anoA1, anoB, koadpduumeHT anoA1/anoB) 850.0
312 PeBmatouaHbin haktop 230.0

10143 CBobogHble (HeaTepUULMpOBaHHbIE) XUPHble kncnoTbl (CXKK) 300.0
238 C-peaKTuBHbIi 6enok 230.0
166 TpaHcdheppvH 430.0
143 Tpurnuuepuas! 150.0

10171 TpPOnOHUH | (BLICOKOYYBCTBUTENbHBII) 1150.0
251 DdepputnH 430.0
178 PocchaTasa wenoyHas (L) 120.0
162 Ddocchop HeopraHUJeckuit 150.0
141 XonectepuH obLun 120.0
144 XonecTepuH-nNMNonpoTenHbl Bbicokoi nnotHocTu (NMBIT) 170.0

2155 XonecTepuH-NMNoNpoTenHb! HU3Kon nnoTtHocTyn (JIFTHIT) 170.0

5697 XonuHactepasa* 310.0

10182 LiuctatuH C, ckopocTb kiy6oykoBoi ounbTpaumumn (CKP) 850.0
169 BnacTa3sa CbIBOPOTO4HAs 3000.0
303 MmmyHorno6ynuHel knacca G (Ig G) 320.0
305 MmmyHornobynuHel knacca M (Ig M) 320.0
304 MmmyHornobynuHel knacca A (Ig A) 320.0
309 Komnnement C 3 400.0
308 Komnnement C 4 400.0
311 Linpkynupytolve mmyHHble komnnekcsl (LIVK) 1080.0
125 BenkoBble dpakuum (anbbymuHbl, rnobynuHbl: anbta 1, anbda 2, 6eta 1, 6eta 2, ramma) 770.0

4404 AnbbymuH (CyTouHas/pa3oBasi NOpLMS MOYM) 500.0

104404 AnbbyMWH-KpeaTUHMHOBOE COOTHOLLEHME (pa3oBasi NOPLMS MOYM) 320.0
184 Amunasa (pasoBasi nopuusi) 140.0

453 Benok (cyTo4Hasi Mo4a/pa3oBasi NopLMs) 170.0

5721 Benok BeHc-[xoHca (pa3oBasi nopuus)® 4700.0
138 [nioko3a (pa3oBasi nopums) 110.0
135 Kanbuui obwuii (cyTouHas mova) 150.0

6854 Kanbuuin-kpeaTMHUHOBOE COOTHOLLEHWE B PAa30OBOM MOPLMW MOYU 270.0
130 KpeaTuHuH (pasoBasi nopumsi) 110.0
159 MarHuit (cyTo4Has mova) 140.0




134 MovyeBas k1crnota (CyTouHasi Mova) 120.0
132 MoyeBuHa (cyTouHasi Mova/pa3oBasi nopLus) 110.0
165 docchop HeopraHuyeckuii (pazoBasi nopLms) 160.0
CKPUHUHIOBOE UCCIIEA0BaHNE HAapPKOTUKOB 1 NX MeTabonnTos (MOpUH, MeTamdeTaMm1H, KOKauH,
4517 MapuxyaHa) B Moye. 1540.0
CKPUHUHIOBOE WUCCrIea0BaHNE HAPKOTUKOB W NX MeTabonntos (MapuxyaHa, MOptiH, MeTambeTamuH,
376 KOKauH, amdeTamuH, heHunknuanH, 6apbutypartbl, 6eH3oguasenH, MeTafioH) B MOYeE, ankorosnsi B CIIlOHe. 2060.0
442 AHanua mouu Ha BK (6auunna Koxa - MukobakTepun Ty6epkynesa) 210.0
458 OB aHanma Moun 180.0
452 Mpoba 3uMHuLKoro 270.0
451 Mpoba HeunnopeHko 220.0
465 ViccnenosaHue Kana Ha renbMUHTbI 180.0
464 WccnenoBsaHue kana Ha NpocTenine 180.0
462 WccnenoBaHue kana Ha CKpbITYO KpOBb (MMMyHOXpomaTorpaduieckuii MeToa) 610.0
10462 WccnenoBaHue kana Ha CKpbITYHO KpoBb (peakumst [perepcera) 170.0
226 KomnnekcHoe uccrnefoBaHvie kana: siua refliMMHTOB, LMCTbI MPOCTENLINX 410.0
461 O6LWuit aHanu3 kana (konporpamma) 220.0
466 Cockob Ha aHTepoburoa 180.0
11462 BKcnpecc-TecT Ans onpeaeneHunst remornobrHa v KoMnnekca reMornobuH/ranTornobuH B kane. 1210.0
9705 WccnenoBaHue kana Ha Hanuuve sy, refisMUHTOB W LIMCT NPOCTEMLLMX METOAOM 0GOoralLeHus . 950.0
AKTUBHOCTb XMMOTPUNCHHA B karne (OLIeHKa 3K30KPUHHOM hyHKLIM NOMKENY04HON Xerneabl, ANarHocT1ka
10265 naHkpeaTuta)* 2060.0
10243 PKenyuHble kMCnoTbl B Kane (AuarHocTuka xornareHHomn auapen)® 2060.0
10244 B3oHynuH hekarnbHbIi (OLieHKa MPOHULIAEMOCTH KULLEYHKa)* 9000.0
MuKpockonuieckoe 1ccreaoBaHne OTAENSEMOro MOYEMNOSOBbIX OPraHoB XeHLUWH (Bnaranuiue,
473 LepBuKarbHbIi KaHan, ypeTpa) 240.0
427 Mwukpockonuieckoe UccrneaoBaHe OTAENSEMOro MOYEmNomnoBbIX OPraHoB MyX4uH (ypeTpa) 270.0
518 CekpeT npefcraTensHo xenesbl 300.0
444 Mokpota Ha BK 350.0
457 OB KNMUHUYECKUIA aHanM3 MOKPOTbI 170.0
459 OBLUMIA KIMHUYECKUI aHANW3 TPaHCCyAaToB, 9KCCyAaToB 260.0
6573 KrnnHu4eckuin aHanma CHOBUanbHOM XUAKOCTM 480.0
2120 [InarHocTika rpubKOBbIX MOPaXeHW (HOrTU, BONOCHI, KoXa) 270.0
2122 [InarHocTuka Aemoaekosa 220.0
537 WccnenoBaHue MaTepuana Anst O6HapyKeHUst YeCOTOYHOTO Krela 230.0
4722 AHTUreH NAMBNNI B Kane 770.0
5619 AntuTena (Ig G) k aHTUreHam Tokcokap 700.0
4604 AntuTena (Ig M) k nambnusm 380.0
2121 MuKCT renbMnHTO3bl. AHTUTENa (Ig G) K aHTUreHam OnMUCTOPXMCOB, 3XUHOKOKKOB, TPUXMHENT, TOKCOKap 660.0
342 CymmapHble aHTuTena (Ig A, M, G) k nsiMénusm 500.0
265 AHTUTEna knacca IgM k Bupycy renatuta A (Anti-HAV-IgM) 500.0
266 AHTuTena knacca IgG k Bupycy renatuta A (Anti-HAV-IgG) 420.0
262 MoBEpXHOCTHbIN ?aBCTPAnNUICKMn? aHTUreH Bupyca renatuta B (HBsAg) 370.0
248 HBe-aHTureH Bupyca renatuta B (HBeAg, yactuua [lenHa)* 800.0
975 AnTuTena knacca IgG k HBe-aHTureHy Bupyca renatuta B (Anti-HBeAg-IgG)* 650.0
2147 CyMMapHble aHTUTenNa k NOBEpXHOCTHOMY aHTUreHy Bupyca renatuta B (Anti-HBsAg-IgM,G) 300.0
263 CyMMapHble aHTUTeNa K SAepHOMYy aHTUreHy Bupyca renatuta B (Anti-HBcAg-IgM,G) 470.0
267 CyMMapHble aHTUTena k Bupycy renatuta C (Anti-HCV-IgM,G) 500.0
268 CymmapHble aHTuTena (Ig M, G) k HCV - noatepxaatowmin Tect 540.0
9698 MMMyHOBNOT pekoMBUHaHTHBIN, aHTUTena k Bupycy renatuta C, IgG* 9400.0
270 CyMMapHble aHTUTenNa K BUpycy renatuta D (Anti-HDV-IgM,G)* 420.0
272 AHTuTena knacca IgG k Bupycy renatuta E (Anti-HEV-IgG)* 470.0
973 AHTUTena knacca IgM k Bupycy renatuta E (Anti-HEV-IgM)* 470.0
273 CymmapHble aHTuTtena (Ig A, M, G) k Mycobacterium tuberculosis 470.0
9369 KsaHTucbepoHosbiit TecT (QuantiFERON-TB Gold) 6500.0
WccneposaHue yposHsi aHTuTen knaccoB M, G (IgM, IgG) k Bupycy ummyHoaeduumta Yenoseka BUY-1/2 n
325 aHTUreHa p24 (Human immunodeficiency virus HIV 1/2 + Agp24) B kposun 320.0
2118 AntuTena Ig M k Treponema pallidum 600.0
320 Mukpopeakuus. Cucounuc RPR (kapavonunuHoBbIi TecT) 280.0
322 CymmapHble aHTuTena (Ig M, G) k Treponema pallidum 320.0
6556 AnTuren Helicobacter pylori B kane 1200.0
2119 Antutena (Ig G) k Helicobacter pylori 910.0
5727 AHTUTEna k BHyTpeHHemy cbakTopy Kactna® 1580.0
4659 FacTpun-17 1570.0
FacTponaHenb (6e3 cTumynsumm): nencuHore |, nencuHoreH Il, ractpui-17, aHtutena (Ig G) k Helicobacter
6522 pylori 5100.0
FacTponaHens (co cTuMynsiumeit): nencuHoreH |, nencuxoreH Il, ractpun-17, antutena (Ig G) k Helicobacter
246 pylori 5940.0
6267 KanbnpoTtekTuH 2300.0
4677 Konpornoruyeckas anactasa 2780.0
10217 OKW-ckpuH U®A (aHTUreHbl poTaBupyca, HopoBUpyca, acTpoBupyca) 1210.0
OKMW-ckpuH (MDA-onpeneneHne aHTUreHoB poTaBupyca, HOPOBMPYCa, acTPOoBMPYCa: NOCEB NS BbISIBNEHUS
11217 M/0 AN3eHTEPUITHO-CanbMOHENNE3HO rpynmbl) 1400.0
9166 MencuHoreH | 1200.0
9123 MencuHoreH 11 1300.0
6762 CopepxaHue yrneBo/oB B karne 800.0
6692 AntuTena (IgG) k andbtepuitHomy aHaTokcuHy, Diphtheria Toxoid IgG Antibody 1700.0
9311 AnTuTena IgG k Bo3byauTento ctonbHsika (C. tetani) 1700.0
2179 O6HapyxeHue aHTUTen k Bo3byanTento KoKMioLLa, napakokriowa*® 990.0
409 PHIA ¢ nepC1H1O3HbBIM AUarHOCTUKYMOM 480.0
407 PHIA ¢ KOMMMEKCHbIM CanbMOHENNe3HbIM ANarHOCTUKYMOM 900.0
410 PHIA ¢ nceBnoTy6epKyneaHbIM AUarHoCTUKyMOM 450.0
2176 PHIA ¢ yHUTUONOM (6ptolHOTU(O3HOE HOCUTENBCTBO) 540.0
408 PHIA ¢ WwurennesHbIM1 AMarHocTUkyMamm 530.0
2168 Ceponoruyeckoe nccnegoBaHue kpoeu (obHapyxeHne aHTUTen k Bo3byauTento bpyLennesa) 500.0
10506 H3W-dubpoTect (NASH-FibroTest) 13750.0
5627 dubpoMakc 16940.0
5628 ®dubpoTect 15290.0
2164 AHTWTENa K peuenTtopam TTI 1210.0
281 AHTUTENa k TUpeornobynuHy (AT-TI) 530.0
282 AHTUTEna k Tupeonepokcuaase (AT - TTO) 350.0
4403 TupeornobynuH (TT) 360.0
276 TupeoTponHbIn ropmoH (TTT) 340.0
279 TupokcwH (T4) 330.0
280 TupokcuH cBoBoaHbIN (T4 cB.) 330.0
277 TpuMoATUPOHUH (T3) 280.0
278 TpuMOATUPOHUH cBOGOAHBIN (T3 CB.) 330.0
4407 25-OH ButamuH D (D2+D3) 1730.0
2116 B-crosslaps ( Mapkep pe3op6bLumn KOCTHOI TKaH1)* 1000.0
2113 ButamuH B12 (umaHoko6anomuH) 550.0




4583 ButamuHbl A, E 3190.0
220 FomoumncTenH 870.0
288 [F'opMoH pocTa (coMaToTpOMHbIN ropMoH, CTI, coMaTOTPONMH) 530.0
2112 WHcynuH 510.0
4658 WHcynuHonopo6Hbiin dhakTop pocTta (IGF-I) 990.0
6593 Mapkep chopmupoBaHus kocTHoro matpukca PINP* 3050.0
7021 OnpepaeneHue X1MpopacTBOpUMOro BuTaMnHa D3 B KpOBM METOAOM XpOMaTO-Macc-CnekTpoMeTpum™ 3350.0
7024 OnpepaeneHue HeHachILLEHHbIX XWUPHbIX KUCMOT omMera-3 B KPOBU METOZOM XPOMaTO-Macc-CnekTpoMeTpum™ 7850.0
7025 OnpepaeneHne HeHachILLEHHbIX XWUPHbIX KUCMOT omera-6 B KpOBU METOOM XPOMaTO-Macc-CNeKTpoMeTpum™ 7850.0
4406 OcTeokanbLnH (Mapkep ocTeocuHTe3a) 750.0
7006 OueHKa UHCYynHopeancTeHTHocTn (MHaekc HOMA-IR) 610.0
204 MapatropmoH 610.0
4405 Mupunurke-D (Mapkep pe3opbuunm KOCTHOW TkaHK) (Mo4a pasoBasi nopLms)*® 2750.0
2115 Mpo-BNP (HaTpuitypeTuiecknii nentua)* 3950.0
4553 MpokanbLUUTOHNH 3050.0
2111 C-nentua 530.0
2114 donuesas kucrota (utamuH B9) 550.0
5623 DpyKTO3aMUH* 690.0
217 17-OH nporectepoH 690.0
218 ApPEeHOKOPTUKOTPOMNHBLIN ropMoH (AKTT) (nnasma SATA) 780.0
4508 AnbaOCTEPOH 960.0
219 AHApocTeHanoH (A4)* 630.0
6232 rnctammH 3200.0
2110 [Or3A-cynbcat 580.0
284 KopTuson 500.0
KopTukoctepounapl: anbgoctepoH, koptuaon (F), koptuaoH (E), kopTukocTepoH, 11-aesokcnkoptuson, F/E
4584 (LCMS) 4350.0
6735 MeTaHedpuHbl hpakUmoHHble B nnasme (MDA) 1720.0
CepOTOHWH, TUPO3WH, TpUNTOMaH, 5-rMapPOKCUTPUNTOAH, 5-MMAPOKCUMHAONYKCYCHAst U FOMOBaHWUIMHOBAs
4595 KUCNOTbI 1520.0
216 17 keToctepouabl (17 KC)* 1800.0
6684 NGAL- JlunokanuH-2- AnarHocTka nove4Hon HeAoCTaTOMHOCTU 4200.0
4513 AppenanuH (LCMS) 3300.0
BuoreHHble aMuHbI: MeTaHedpuH CBOBOAHbINA, HOpMeTaHePUH CBOBOAHbIN, CEPOTOHWH, aApeHanuH,
6852 HopaapeHanuH, fodamuH, 3-meTokeutupammH (LCMS) 3750.0
6513 BaHununmuHgansHas, roMoBaHUIMHOBAs U 5-rMaPOKCUMHAOIYKCYCHAs KUCMOTbI 2900.0
4515 Todamnn (LCMS) 3300.0
4585 KaTexonamwHbl: afgpeHanuH, HopaapeHanuH, godamuH (LCMS) 3950.0
371 KopTuson B cyTo4HON Moye 950.0
6393 KopTukoctepownabl: koptuson (F), koptusoH (E), E/F 2750.0
6378 MeTaHedpuH cBOGOAHBIV M HOpMeTaHedpuH cBoboaHbIn (LCMS) 4350.0
4627 MeTaHedpuHbl 06Lwme (LCMS) 2620.0
4514 HopapperanuH (LCMS) 3300.0
6231 rnctammH 1450.0
6359 KopTuson B criloHe 1050.0
2256 2npollCA, MCA cB., NCA o6w.,Hgekc 3poposbs Mpoctatsl (PHI) 4720.0
2117 CYFRA 21-1 (PparmeHT LintokepatuHa 19) 1330.0
6397 HE4 (YenoBeyeckuii anuanaumanbHblii 6enok 4) 1200.0
259 MCA (MyLMHONOA0BHbIM pako-acCoLMMPOBaHHbIN aHTUrEH)* 1450.0
258 NSE (Henpo-cneuunduyeckas aHonasa) 1200.0
4657 ‘Tumor Marker 2 (TM 2) - nupyBaTkuHa3a B kane 750.0
253 Anbcha-cpeTonpotenH (ADI) 450.0
4411 AHTWrEH MIOCKOKNEeTOYHOM kapLumHomMbl (SCC) 3630.0
6598 Benok S100 B (S100 protein)* 390.0
4410 KanbUMTOHWH 1650.0
4402 Komnnekc MCA: o6Lwuit, CBA3aHHbIA, CBOBOAHbIN 3300.0
6366 Komnnekc: CA 125, HE4 v pacyeT nporHoctuyeckoro nhaekca ROMA 1630.0
256 MCA obwwnin 650.0
257 MCA cBoGoaHblI 650.0
254 P3A (pakoBo-aMbpuoHanbHbI aHTureH, aHrn. CEA) 350.0
255 CA 125 270.0
261 CA15-3 450.0
260 CA19-9 370.0
6509 CA 242* 670.0
4599 CA 72-4* 570.0
9326 CKPVHWHTI NapanpoTenHOB B CbIBOPOTKE (MMMYHOMUKCaLms)* 1400.0
250 XOpUOHNYeCKUin roHaJoTponuH Yenoseka (?-XIMY) 890.0
5982 XpomorpaHuH A 3450.0
4503 OpUTPONOSTUH - FOPMOH (FMUKOMNPOTENH) 350.0
6057 AHTU-MionnepoBs ropMoH 1330.0
292 AHTVCNepMarnbHble aHTuTena 1200.0
9190 AHTUCNEepMarbHble aHTUTena (cnepma) 1330.0
10251 AccCOLMMPOBaHHbIN C 6epeMeHHOCTbIo NpoTenH-A (PAPP-A) 1210.0
2109 FnobynuH, cBs3biBalOLLMIA NONOBbLIE FOPMOHbI (SHBG) 1060.0
6431 [urnapotectoctepoH (DHT) 810.0
4660 WHrmbux B 400.0
4562 MHpeke ceoboaHoro aHaporeHa: TectoctepoH, SHBG, pacyéTt nHgekca cBo6ogHOro aHaporeHa 900.0
289 JTioTenHn3upytoLwmin ropmoH (J1) 350.0
4408 MakponponakTuH 830.0
9273 OueHka pucka Tpucomun-21 Bo 2 TpumecTpe 350.0
MpeHaTanbHbIA CKPUHUHT GepemerHoi B 1 TpuMecTpe (11-13,6 Heaenb) ¢ Bblgayen 3akoyeHnst
9276 (nccneposanus PAPP-A, ceo6ogHoi ? -XI'Y, pacuét ¢ yuetom TBIM 1 BospacTa) 380.0
MpeHaTanbHbIA CKPUHUHT GepeMeHHoM Bo 2 TpumecTpe (16-18 Heaenb) C Bblavei 3aknioyHeHns
9277 (nccneposanua A®T, XY, pacyét pucka)* 270.0
290 MporectepoH 330.0
283 MponakTnH 330.0
10250 CBoboaHas beTta-cybbeavHMLa XOPYOHUYECKOro roHafoTponuHa Yenoseka (? ?XIMY cBoboaHbIi) 330.0
287 'TecTocTepoH 330.0
221 ‘TecTocTepoH CBOBOAHbI 740.0
285 DonnNMKyNnoCTUMYNMPYIOLLWiA FopMoH (PCT) 270.0
6855 Yenoeyeckunin nnaveHTapHbIi naktoreH (hPL) 740.0
286 Octpapvon (E2) 310.0
9114 ScTpuon cBoboaHbIN* 1150.0
4661 Chlamydia trachomatis: onpeaeneHue 4yBCTBUTENbHOCTW K aHTUMUKPOGHBLIM NpenapaTtam® 450.0
4579 Chlamydia trachomatis: noces* 610.0
318 Chlamydia trachomatis: peakuus MNMA®* 1500.0
9239 Clostridium Difficile. OnpegeneHrve TokcuHa A u B 1210.0




Baktepuonoruyeckoe nccneaoBaHne KIMHNYECKoro Matepuana ¢ onpeaeneHmemM
aHTMBMOTUKOYYBCTBUTENBHOCTU MeTogoM DDM 1 YyBCTBUTENBHOCTU K GakTeprodaram Ans aTUonornyecku

9363 3HAYMMbIX MUKPOOPraH13MoB 800.0
BakTepuonornyeckuii CKpUHUHT Hanuyus Streptococcus agalactiae (?-reMonuTMYecknin CTPenTOKOKK
3800 ceporpynnbl B), onpegenexne aHTMGMOTUKOYYBCTBUTENBHOCTU 2480.0
BaKTepUONorNyecKMid CKPUHMHI HanM4Ms MUKPOOPTraH3MOB C BbICOKUM YPOBHEM peancTeHTHocTu (MROs:
390 MRSA, MRGN (ESBLs, MR-Pa, MR-Ab, CRE), VRE) 1050.0
403 BakTepuonoruyeckoe uccrnenoBaHue kana Ha ycroBHo-natoreHHyto gropy (YINd) 670.0
BakTepuonornyeckoe nccnenoBaHne KImHUYeckoro Mmatepuana Ha aHanusatope WalkaWay (nog6op n
389 VHTeprpeTauus aHTMGoTHKorpaMMbl Mo pekomeHaauusm CLSI) 1050.0
BaKTepuorornyeckoe UCCrefoBaHmne KMHUYECKoro MaTepuana ¢ onpesieneHmem
aHTIAGMOTMKOHYBCTBMTeﬂbHOCTM MeToaom DDM ANA 3TUONOrM4YecKn 3Ha4MMbIX MUKPOOPraHM3mMoB (COI’J’IHCHO
372 MYK 4.2.1890-04, EUCAST,2019) 1200.0
Bakrepuonoruyeckoe nccnegosaHue Ha Neisseria gonorrhoeae, onpeaenexve
207 aHTMBMOTUKOUYBCTBUTENBHOCTM 2150.0
Bakrepunonoruyeckoe nccnepgosanune Ha Neisseria meningitides, onpegenexve
2177 aHTMBMOTUKOUYBCTBUTENBHOCTN 1050.0
BaKTeleonoquecKoe uccnenosaHue Ha aHaapoGHyro MIAKquJJ'IOpyY onpegenexHve
2167 aHTMBMOTUKOUYBCTBUTENBHOCTN 1050.0
2192 BakTepuonornyeckoe nccnefoBaHne Ha cTadunoKokk 1200.0
BKW: GaKTSpIAOﬂOI'VHeCKOe uccnenosaHue otaensemoro CNU3NCTOM BEPXHUX AblXaTesibHbIX ﬂyTSI;i Ha
2175 KOKItoL 1000.0
384 BKW: Ma3ok Ha reMonnTUYecknii CTPENTOKOKK, onpeaeneHne aHTMBMOTUKOYyBCTBUTENbHOCTH 600.0
383 BKW: masok Ha aucbtepuio (Corynebacterium diphtheriae) 500.0
381 BKW: masok Ha cTtacmnokokk ( S. aureus) 550.0
404 IncHakTepunos KULLeYHKa 530.0
398 KynbTypanbHoe Mukonornyeckoe nccnenosaHune 6es onpeaenenns 4yBCTBUTENbHOCTY K aHTUMUKOTUKaM 500.0
7017 Macc-cnekTpomeTpusi MUKPOGHbLIX MapkepoB B KpoBW™ 1350.0
MwKO3bl: BbIABMEHWE KITMHUYECKM 3HAYUMbIX I'pIAGOB C onpeaeneHnem 4yBCTBUTENbHOCTUN K
357 aHUMUKOTUYECKUM NpenapaTtam (Tonbko Ans rpubos poga Candida u Cryptococcus neoformans) 620.0
Mukonna3ambl: BakTepuonoruieckoe nccnenoBaHne Ha MUKonnaamMeHHyo nHgekumtio (U. species M. hominis),
353 aHTUBnoTUKOrpamMma 4800.0
2246 OKMW: BbisiBNeHne aHTUreHoB HOPOBMPYCOB 1300.0
2146 OKMW: BbisiBNeHMe aHTUreHOB pOTaBUpYCOB 1320.0
2193 OKMW: uccnepgoBaHue Kana Ha AW3eHTEepUiiHO-CanbMOHeNNe3Hyto rpynmny 740.0
OKW: uccnepoBaHve kana Ha AM3eHTEPUIAHO-TUO-NapaTUO3HYIO rPyNMy, NaTOreHHbIE ALLEePUXIAN
386 (peKTanbHbIN Ma30kK) 700.0
387 OKMW: uccnenosaHne Ha epcuH1os n ncesoTybepkynes, onpeaeneHne aHTMBMOTUKOYyBCTBUTENbHOCTH 700.0
OKMW: komnnekcHoe uccnegosaHue Kana Ha nwaeHTepMﬁHo»m(bo-napamd)oaHy»o rpynny, natoreHHole
2194 alwepuxuu, kamnunobakTepumn, poTaBupychbl 810.0
396 MoceB KPOBM Ha CTEPUNBHOCTL 680.0
Okcnpecc-meTop. BrisiBneHne aHTureHoB Streptococcus agalactiae (?-reMonuTiyecknii CTpenToKoKK
380 ceporpynnbl B) meTogom nmmyHoxpomaTorpadum 1100.0
Okenpecc-meTop. BeisiBneHne aHTureHoB Streptococcus pyogenes (?-reMonuTUHeckuii CTPenTOKOKK
382 ceporpynnbl A) METOAOM UMMyHOXpoMaTorpadum 1580.0
6779 Ascaris lumbricoides (Ackapngo3s)* 970.0
OKMW-ckpuH (Shigella, Salmonella, Campylobacter, PotaBupyc rp.A, Hopoeupycebl (2 Tuna), ACTpoBUpYCbI,
9217 Anexosupyc rp.F) 740.0
[lnarHocTuka GakTepuanbHOro BarnHo3aa (konuyecteeHHoe onpegenenue JHK Gardnerella vaginalis,
5806 Atopobium vaginae, Lactobacillus spp. 1 obuiero konuyectsa 6aktepwii) 490.0
6727 "MiccnepoBaHne MUKPONOpbl YPOreHUTanbHoro TpakTa y XeHLuH (""®emocnop 13 - ckpuHuHr™)" 2000.0
6650 WccnenoBaHue Ha aHTEPOBUPYCHYH MHMEKLMIO 670.0
534 WccnenoBaHue MUKPOhnopb! YPOreHUTanbHOro TpakTa y MyX4nH («AHapocnop») 2790.0
533 WccnepoBaHue MUKpohnopbl YporeHUTanbHoro TpakTa y eHLwuH ("®emocbnop 16") 2790.0
Komnnekc MenbMuHTbI: Ascaris lumbricoides (Ackapupos), Opistorchis felineus (Onuctopxo3), Enterobius
6778 vermicularis (Octpuupi), Diphyllobothrium latum, Taenia solium* 1870.0
Komnnekc MpocTeiiwne: lamblia Intestinalis Giardia, Cryptosporidum parvum, Isospora belli, Blastocystis,
6777 Dientamoeba fragilis (AueHtame6a parunuc)* 1500.0
6810 MynbTunnekcHoe onpeaenenue HBV, HCV n HIV 1 1 2 Tuna meTtogom MNLUP - ynbTpayuyBCTBUTENbHBIN METOA 1950.0
6266 HK Adenovirus (Ma3ok 13 HOCOrMOTKWU, Ma30K C KOHBIOKTUBbI, CMbIB 13 BPOHXOB) 300.0
2093 HK Bordetella pertussis 630.0
5802 HK C.trachomatis/Ureaplasma/M.genitalium 610.0
2101 HK Candida albicans 340.0
2062 HK Chlamydia trachomatis 380.0
5805 HK Chlamydia trachomatis/Ureaplasma spp./M.hominis/M.genitalium 620.0
6246 HK Chlamydophila pneumoniae n Mycoplasma pneumoniae 620.0
2065 HK Gardnerella vaginalis 280.0
9211 HK HHV-6 ckpuH B kpoBu 410.0
2068 HK M.tuberculosis (M.tub., M. bovis,M.afric., M.microti) 410.0
2092 HK Mycoplasma genitalium 330.0
2086 HK Neisseria gonorrhoeae 300.0
5807 HK Neisseria gonorrhoeae/Chlamydia trachomatis/Mycoplasma genitalium/Trichomonas vaginalis 630.0
9215 HK Parvovirus B19 610.0
9340 HK Streptococcus agalactiae 480.0
2088 HK Toxoplasma gondii 480.0
2066 HK Trichomonas vaginalis 330.0
4631 HK Ureaplasma urealyticum/ Ureaplasma parvum 640.0
2050 HK Bupyca renatuta B (HBV) - kavecTBeHHO 390.0
4414 HK Bupyca renatuta B (HBV) - konnyecTBeHHO 3100.0
5800 HK Bupyca renatuta B (HBV) 1 renatuta D (HDV) - kayecTBeHHO 720.0
2054 HK Bupyca renatuta C - reHoTunuposanue (1a, 1b, 2, 3a, 4) 2080.0
2051 HK Bupyca renatuta C (HCV) - kauyecTBeHHO 390.0
4415 HK Bupyca renatuta C (HCV) - konu4yecTBeHHO 4150.0
9330 HK Bupyca renatuta G 210.0
6853 HK Bupyca repneca yenoseka 1 1 2 Tuna (HSV 1,2) B kposu 550.0
2095 HK Bupyca repneca yenoeka 1 1 2 Tuna (HSV 1,2) B cockobe, moye 500.0
2061 HK Bupyca kpacHyxu (Rubella) 1400.0
2084 HK Bupyca nanunnomsl (HPV) 16/18 Tunos 340.0
5698 HK Bupyca nanunnomsl (HPV) 6/11 Tunos 440.0
4569 HK Bupyca nanunnomsl Yenoseka - reHoTunuposaxue (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 Tunbl) 900.0
4413 HK Bupyca nanunnombl Yenoseka - ckpunuHr (16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59 Tunbl) 740.0
4551 HK Bupyca dnwTenH-bapp (EBV) - konnyecteeHHo 510.0
9212 HK Bupyca dnwrenH-bapp (EBV)/uutomeranosupyca (CMV)/repneceupyca 6 Tuna (HHV-6) ? ckpuH 540.0
5808 HK apoxokei poga Candida: C.albicans, C.krusei, C.glabrata 450.0
2091 HK Mycoplasma hominis 340.0
4550 HK uutomeranosupyca (CMV) - konnyecTBeHHO 650.0
102052 HK uutomeranosupyca (CMV) B kposu 410.0
2052 HK uutomeranosupyca (CMV) B cockobe, moye 500.0




MLIP renbMuHTBI + npocTeniume: Lamblia intestinalis (Giardia), Cryptosporidium parvum, Ascaris

6776 lumbricoides (Ackapupaos), Blastocystis, Enterobius vermicularis (Octpuugpt), Diphyllobothrium latum* 2050.0
10240 KonuyecTBeHHbIit aHanu3 PCA3 1 T2E B Move (guarHocTuka paka npefcraTenbHoe xenesbl)* 3860.0
5613 AHTuTena (Ig M) k Chlamydophila pneumoniae 600.0
5614 AHTuTena (Ig G) k Chlamydophila pneumoniae 400.0
5615 AHtuTena (Ig M) k Mycoplasma pneumoniae 490.0
5616 AHTuTena (Ig G) kK Mycoplasma pneumoniae 420.0
329 AHTuTena (Ig G) k Chlamydia trachomatis 420.0
4509 AHTuTena (Ig A) k Chlamydia trachomatis 420.0
9200 AHtuTena (Ig G) k Mycoplasma hominis* 420.0
9201 AHtuTena (Ig G) k Ureaplasma urealyticum* 420.0
6451 AHtuTena (Ig A) k Ureaplasma urealyticum * 420.0
4600 ABMAHOCTL aHTUTen knacca IgG k Toxoplasma gondii 2300.0
4602 ABMAHOCTb aHTUTEN knacca IgG k uuTomeranosupycy 2310.0
242 AHTtuTena (Ig G) k Toxoplasma gondii 510.0
2150 AHTtuTena (Ig G) k Bupycy kpacHyxu (Rubella) 490.0
4601 AHtuTena (Ig G) k Bupycy kpacHyxu (Rubella) - aBuaHocTb 1050.0
4603 AHtuTena (Ig G) k Bupycy npocToro repneca 1, 2 Tuna (HSV 1, 2) - aBugHocTb 940.0
341 AHtuTena (g G) k Bupycy npocToro reprneca 1,2 Tuna (HSV 1, 2) 600.0
240 AHtuTena (Ig G) k repnecsupycy 8 Tuna (HHV 8) 420.0
241 AHtuTena (g G) k uutomeranosupycy (CMV) 490.0
2124 AHTuTena (Ig M) k Toxoplasma gondii 600.0
2151 AHTuTena (Ig M) k Bupycy kpacHyxu (Rubella) 600.0
4630 AHTuTena (Ig M) k Bupycy npoctoro repneca 1,2 tuna (HSV 1, 2) 530.0
2123 AHTuTena (Ig M) k uutomeranosupycy (CMV) 600.0
976 Cymmaphble aHTuTena (Ig M,G) k npegpaHHemy 6enky umtomeranosupyca (CMV) 720.0
6494 ABMAHOCTL aHTUTEn knacca IgG k kopoHasupycy SARS-CoV-2 (RBD) 780.0
5597 AHTtuTena (Ig G) k Bupycy kopu 720.0
6601 AHTtuTena (Ilg M) k Bupycy kopu 1500.0
6641 AHTuTena Ig M k Bupycy napoTtuta 860.0
6642 AHTuTena Ig G k Bupycy napotuta 860.0
9732 AHTuTena IgA k kopoHasupycy SARS-CoV-2 (COVID-19) - nonykonnyectBeHHO 1600.0
9738 AHTuTena IgM k kopoHasupycy SARS-CoV-2 (COVID-19) - ka4ecTBEHHO 1200.0
9739 AHTuTena IgG k kopoHasupycy SARS-CoV-2 (COVID-19) - ka4yecTBeHHO 1200.0
9740 AHTuTena IgM u IgG k kopoHaBupycy SARS-CoV-2 (COVID-19) - kauyecTBeHHO 2090.0
KonnyecTBeHHoe onpeeneHns aHTUTeN K peLienTop-caasbiBatoliemy aomeHy (RBD) wwunosuaHoro (S) 6enka
9210 kopoHasupyca SARS-CoV-2 1330.0
KonuuyecTtBeHHoe onpeeneHne aHTuTen knacca IgG, Bkrioyasi HEMTPaNU3yIOLLNE aHTUTENa K KOPOHaBUPYCY
4507 SARS-CoV-2 1200.0
Mocne BakuMHauuu npenapatom "3nuBakKopora" (BekTop), aHTuTena k kopoHasupycy SARS-CoV-2 (COVID-
6492 19), cnaikoBbli (S) 6enok, IgG, ka4yecTBeHHO. 1250.0
5709 MonekynsipHo-6ronoruyeckoe nccrneposanue Ha rpunn A, B, A/H1-swine 1320.0
Bupyc rpunna A (Influenza virus A) ¢ naeHtucmkaumm cy6tunos H1N1(ceuHoit rpunn) n H3N2(MoHKOHrckuit
6793 rpunn) 1150.0
BbisiBneHne Bo3byauTenein oCTpbiX pecnpaTopHbIX BUPYCHBIX MHGeKLuii Yenoeka (OPBU): PHK
pecnupaTopHo-cuHUMTUanbHoro Bupyca (human Respiratory Syncytial virus ? hRSv), meTanHesmoBupyca
6792 (human Metapneumovirus ? hMpv), Bupycos naparpunna 1, 2, 3 u 4 Tunos (human 2090.0
BbisiBneHue Bo3byauTtenen ocTpbix pecnupaTopHbIX BUPYCHbIX WHbekumin Yenoseka (OPBW), Bkntovas
9717 kopoHaBupyc SARS-CoV-2 (COVID-19) 3630.0
6791 punn A+B B HazodapuHruanbHbix obpa3suax, ka4ecTBEHHO 950.0
10076 PHK koponasupyca SARS-CoV-2 (COVID-19) CITO, ¢ nepeBoAoM Ha aHMUACKUI A3bIK 2090.0
PHK kopoHaBupyca SARS-CoV-2 (COVID-19) BbicokouyBCTBUTENbHBIN Roche, ¢ NepeBooM Ha aHrnACKWiA
535 A3bIK 3400.0
9313 Varicella Zoster Virus, IgG 720.0
6452 Varicella Zoster Virus, IgM 690.0
OnpepeneHue oaHOHYKNeoTUAHbLIX noriumopdmamos (SNP) B nokycax rs8099917 n rs12979860 reHa
6570 WHTepneitkuH ? 28B (IL28B) 800.0
leHeTuka Tpombobmnuii C pasBepHyTol MHTepNpeTauuen (nnasmenHoe 3BeHo FG, FlI, FV (Leiden), FVII,
6499 FXIll) n cocyaucto-TpomGouutapHoe 3seHo ITGA2, ITGB3, PAI-1) 4070.0
437 TeHeTU4Yeckas AuarHocTvka 6eTa-Tanaccemum v remornobuHonatuin (Mytauun B reHe HBB) 14500.0
438 TeHeTU4eckas AMarHocTvka anbcha-Tanaccemumn (Mytauum B reHe HBA) 14500.0
5509 [eHeTUyeckne NonMMopcuaMel, accoLMmMpoBaHHble ¢ 6ecnnoameM n HeBbiHaLLMBaHUEM BEPEMEHHOCTI 8100.0
6672 TeHeTU4eckre NONMMOPMU3MbI, aCCOLMMPOBAaHHbIE C HapyLLeHeM obMeHa NaKkTo3bl 2000.0
6524 FeHeTU4eckmne NONMMOPdN3MbI, aCCOLMMPOBAHHBIE C HAPYLLEHUAMU (hONIATHOTO LiKNa 2860.0
6501 [eHeTUyeckne NonMMopcu3aMbl, aCCOLIMMPOBaHHbBIE C pa3BUTUEM apTepUanbHOWM MMNepPTEH3NU 2780.0
5590 TeHeTMYeCKNE NONMMOPMN3MbI, aCCOLIMMPOBaHHbIE C PA3BUTUEM apTePUasbHBIX U BEHO3HBIX TPDOMBO30B 5500.0
[eHeTUyeckne NoNMMopcu3aMbl, accoLMmMpoBaHHble ¢ pa3suTueM 3abonesannii CCC 1 HapyLIEHWiA CUCTEMbI
5507 CBEpPTLIBAHUS KPOBU 7600.0
6500 [eHeTUYeckne NoNMMopU3aMbl, aCCOLMMPOBaHHbBIE C pa3BUTUEM paka MOSIOHHOM XKeneabl 5900.0
6308 eHeTnyeckoe obcneaoBaHve Ha 6oneaHb [eHTUHITOHa B reHe HT T 4950.0
leHeTnyeckoe obcneaoBaHne Ha 6oneaHb KeHHeaw (cnuHanbHas n 6ynbbapHas MblleyHas aTpodusi) B reHe
6226 AR* 4730.0
2137 eHoauarHoctvka anabeta MODY2* 7370.0
2138 eHoauarHoctvka anabeta MODY3* 7370.0
leHoguarHocTvka agpeHoreHnTanbHoro cuiapoma (CYP21A2): 9 myTaumii, B TOM Yucne aeneuun n
2212 koHBepcuu reHa CYP21A2* 7370.0
2161 eHoguarHocTvka anba-1 aHTUTPUNCUHOBON HEAOCTATOMHOCTU® 5930.0
5513 FeHoauarHoctuka 6oneaHn BunbcoHa-KoHosanosa*® 6050.0
5518 eHoguarHocTvka HacneACTBEHHOM (hopMbl reMoxpomaTtoaa™ 4840.0
6298 TeHoguarHoctuka cuiapoma LALACUIT/CADASIL (paHHWe UHCYNbThI)* 7810.0
6313 [lnarHocTtuka nepeuyHoit auctonnn 1 tvna (geneuus CAG-tpunneta B reHe TORTA)* 3870.0
6301 WccnepnosaHue SOD1T reHa npu 6OKOBOM aMUOTPOUYECKOM Ckiepo3e™ 6160.0
5828 WccnenoBaHue reHa siHyC kuHasbl 2- 1 nonumopcusm 1050.0
9368 MccnenoBaHne reHeTUHeCKoro cTatyca Ansi AMarHoCTVKN Lienmakmn 7260.0
6296 WccnenoBanue Byx NonumMopusmMoB 1450.0
5827 WccnenosaHue ogHoro nonumopduama 1040.0
6297 WccnenosaHue Tpex nonMmMopuamos 2060.0
6502 WccneposaHue aktopa azoocnepmuu 1210.0
5500 KapuoTtunupoBaHme (0gHOro Yenoseka) no nuMdouuTam nepudepnuyeckomn Kposu* 6380.0
KonuyecteeHHoe onpeaenenve AHK TREC n KREC (BuT-TecT). OueHka cocTosiTenbHOCTH T- 1 B-
10132 KINETOYHOrO 3BeHbEB UMMYHHOW CUCTEMbI 4070.0
KomnnekcHoe obcrieaosaHmne Ha reHeTYeckne NpUUMHbI NopakeHus neyerm (anbta-1 aHTUTpUncuH
2139 HeJoCTaTo4HOCTb, reMoxpomartos, 6onesHb BunbcoHa-KoHoBanosa, 6onesHb XXunbbepa)* 8090.0
MoneKynsipHbliA CKPUHWHI Ha MUKPOAEneLn/MUKPOAYNnKaLmMm XpoMocoMm (26 Mukpoaeneunii n
6302 MVKPOAYNAMKALMIA, U U3MEHEHME Y1cna X-XpoMocom)* 12400.0
6306 MoneKynsipHbIii CKPUHUHT XPOMOCOMHbIX aHomanuit (30 OCHOBHbIX CUHAPOMOB)* 11320.0
6474 Heknaccuyeckas popma BpOXAEHHOW runepnna3um HaanoveqHnkos™ 7370.0
OBbHapy»eHne akcnaHcuy Npy PpoOHTOTEMNOPanbHOW AeMEHLMN 1 6OKOBOM amnoTpodrieckomM ckrnepose
6305 (BAC)* 4500.0
5511 Puck pa3sutus caxapHoro avabeTa - 5 nonumopuaMos 3500.0
10499 TapreTHoe cekBeHupoBaHue [JHK — aHanua nocneposatensHocTu reHa RET* 24600.0




10502 TapreTHoe cekBeHupoBaHue [IHK — aHanus nocnepgosaTensHocTn reHa MEN1T* 24600.0

6310 Yucno nostopos TA B reHe UGT1A (cuHapom XXunsbepa) 1820.0
MonekynsipHo-reHeT4eckoe nccnegoBaHue Mytauui B reie BRCA1 B 6roncuitHom (onepaLmvoHHoM)

9699 maTepuane* 15510.0
MonekynsipHo-reHeT4eckoe nccnegoBaHue MyTaumi B reie BRCA2 B 61oncuitHom (onepaLmvoHHOM)

9700 maTepuane* 15510.0
MonekynsipHo-reHeT4eckoe nccnegoBaHne MyTaumi B reHe KRAS B 6roncuitHom (onepaLyioHHoM)

9701 maTepuane* 15510.0
MonekynsipHo-reHeT4eckoe nccnegoBaHne Mytauui B reHe NRAS B 61OMCUItHOM (OnepaLyvoHHOM)

9702 maTepuane* 15510.0
MonekynsipHo-reHeT4eckoe nccrnegoBaHue MyTaumin B reHe BRAF B G1oncuitHom (onepaLmoHHoM)

9703 maTepuane* 15510.0
MonekynsipHo-reHeT4eckoe nccnegoBaHne MyTaumi B reHe EGFR B 6roncuitHom (onepauvoHHom)

9704 maTepuane* 15510.0

10186 FeHoguarHocTvka aeduumnTa MeBanoHaTkuHasb!™ 4300.0

10252 leHoguarHocTvka TRAPS - cuiapoma* 4300.0

10188 FeHoTunupoBaHne PNPLA3 npu HeankoronbHOM cTeaTorenatute® 2900.0
[eHoguarHocTtvka peancteHTHocTy k MMM Tepanum uHdekummn Bupyca renatuta C (HCV) (NS3, NS5A,

10189 NS5B)* 11740.0

10190 FeHoguarHocTka HacnefcTBeHHbIX hopm 6onesHn MapkuHcoHa™ 8470.0

10263 [eHoguarHocTvka CnuHanbHo MblweyHor atpodun, (SMN1,SMN2)* 5090.0

10194 FeHoguarHocTvka MblleyvHon Auctpodum [ioweHHa n bekkepa (DMD)* 9800.0

10195 MpeppacnonoxeHHocTb k 6one3nn Anburenmvepa (APO-E)* 3500.0
IeHoguarHocTtvka Gonesnu LLlapko-Mapu-TyTa 1A 1 HacneACTBEHHON HelponaTum C NOABEPXKEHHOCTBIO K

10196 napanuyy ot caaenexus (PMP22)* 3630.0

10197 OnpepaeneHue NpeaaKkCnaHcUm Npy NepBUYHON AMYHUKOBOI HeJocTaToYHOCTH (B reHe FMR1)* 8700.0

10198 MonekynsipHoe reHoTUNpoBaHue Yucna X-xpomocom (c-mbl KnanHdenstepa, TepHepa, 3oi X)* 6050.0
Pa3BepHyTas anarHocTika MUTOXoHApUanbHbix 3abonesannii (MELAS, MERRF, nporpeccupytolias

10258 ocbranbmonnerus, c-m KepHca-Ceiipa, Heiiponatusi Jle6epa)* 10890.0

10200 OnpepeneHue 4yBCTBUTENbHOCTU pelenTopa ButamuHa D (VDR)* 2540.0

10219 HLA B51 tunupoBaHue (6onesHb bexyerta)* 3390.0

9192 AHTuTena (Ig G) k Borrelia burgorferi 670.0

5700 AHTuTena (Ig G) k BUpYycy knellueBoro aHuedanuTta 710.0

9191 AHTuTena (Ig M) k Borrelia burgorferi 670.0

5699 AHTuTena (Ig M) k BUpYyCy KneLeBoro aHuedanuta 710.0

6394 WccnepoaHue Guonornieckoro Matepuana Ha BUpYCHbIN knelueBol aHuedanut metogom MLP 1200.0
MccnenoBaHue 6ronornyeckoro Matepuana Ha BUPYCHbIN KNELLEBOii SHLehanuT, MKCOA0BbI KNeLLeBon

6396 6oppenuos, a3pnnuxno3 1 rpaHynoLmMTapHbIil aHannaamos metopaom MLP 1320.0

6395 WccnepoaHue Guonornyeckoro Matepuana Ha MKCOA0BbIN kneleBon 6oppennos metoaom MLP 1000.0

9696 MmmyHob6noT anti-Borrelia IgM - onpepeneHue aHtuten k B.afzelii (Ba), B.burgdorferi (Bb), B.garinii (Bg)* 3080.0

9697 MmmyHo6noT anti-Borrelia IgG - onpenenenvie antuten k B.afzelii (Ba), B. burgdorferi (Bb), B.garinii (Bg)* 3300.0

4721 AHTtuTena (Ig G) k kancuaHomy 6enky Bupyca dnwTenHa-bapp 670.0

2152 AHTuTena (Ig G) k paHHemy benky Bupyca dnwTeinHa-bapp 710.0

2153 AHTtuTena (Ig G) k spepHomy 6enky Bupyca dnwTeiiHa-bapp 710.0

2154 AHTuTena (Ig M) k kancugHomy 6enky Bupyca JnwTeiiHa-bapp 710.0

9329 Bupyc OnwTenHa-bapp Ig M/ Ig G (nMmyHo6noT)* 3900.0

4422 [eTepocunbHble aHTUTENa K BO3BYAUTENI0 MOHOHYKe03a 560.0

6880 [acTpounTOorpamMma B KOMMMEKCHOM MCCeAoBaHNK C BbisiBneHnem Helicobacter pylori* 950.0

6860 MMMyHoLmTOXMMUYECKoe uccnefoBanne 1 aHTuTeno* 2060.0

6859 MmmyHoumToxnmudeckoe nccnegosaHue CINtec PLUS p16+ki67* 4700.0

6909 WccneposaHue Ha Demodex (HOrTW, BOMOCHI, KOXa, KOHBIOHKTVBA BEK) - akaporpamma*™ 950.0

4421 Ma3sok 13 Hoca Ha 303uHOUBLI™ 310.0

2156 Mwuenorpamma* 2600.0

6891 MepecmoTp LMTONOMMYECKNX NpenapaTos™ 1210.0

6882 PuHouuTorpamma*™ 1040.0
CTEH,ﬂapTMSOBaHHaﬂ aBTOMaTNU3MpPOBaHHAA XUOKOCTHAA UMTONOrnsa SurePath ? oHkonornieckun

6472 TUHEKONOTNYECKUIA CKPUHUHI™ 2900.0
LinTonoruyeckasi AMarHocTka paka opraHoB MOYeBbIAeNuUTeNnbHoN cuctembl (Paris system, 2016) ¢ MLIX

6877 oueHkon akcnpeccun Ki67 n p16* 3270.0

6901 Liutonornyeckas anarHoctuka ¢ MLIX oueHkoit akcnpeccumn Ki67 n p16 (CINtec PLUS)* 4960.0

6876 LiuTonornyecknin CKkpuHUHr 3aboneBaHunii opraHoB MOYEBbIAENUTENbHON cucTemsl ( Paris system, 2016)* 430.0
LiuTonorudeckuii CKpUHWHI 3a6oneBaHuii Wwenkn matku (npococMoTpel) Pap-Tect / Bethesda system-2014

6866 (okpacka no PomaHoBckomy) 410.0

2031 LiuTonornyeckoe AnarHoCTU4eckoe nccneaoBaHne™ 1520.0

6881 LiuTonornyeckoe nccnefosaHve matepuana, nony4eHHoro 3HA0CKONMYeckuM MeTodoM™ 1000.0
LlMTOJ'IOI'VI‘-ieCKOe uccneaosaHue acnupara 13 nosiocTu MaTkun (EbIHBﬂeHMe rmnepnnacTu4ecknx n

6867 HeonnacTu4eckux NpoLEeccoB aHAOMETpUs, Ma3ok ¢ BMC)* 770.0
LlMTOJ'IOI'I/I‘-ieCKOe uccneaosaHue acnupara 13 nosiocTu MaTkun (EblﬂBﬂeHMﬂ rmnepnnacTu4ecknx npoueccos

6868 aHgomeTpusi) ¢ ULIX oueHkoit akcnpeccumn Ki67 u p16* 4700.0
LlMTOJ'IOI'VI‘-ieCKOe uccnegosaHue BocnanuTenbHbIX 1 HEONNacTUu4eckux npoueccos I'IpﬂMOFI KULLKN (CKpMHVIHI'

6900 paka)* 540.0

6879 LiuTonornyeckoe nccnenosanue ractpobuontata Ha Helicobacter pylori* 550.0
LlMTOJ'IOI'VI‘-ieCKOe uccnenosaHve ﬂOﬂOﬂHMTeJ’IbHOI;I nokanusauyuu npu ruHeKonorM4ecom ncenegosaHnum (Kpaﬂ

6884 3p0o3nK, A3BbI, O4ar SHAOMETPUO3a, CBULL, MHOe)* 440.0
LlMTOJ'IOI'VI‘-ieCKOe uccneaoBaHue KOHbIOHKTUBbI rnasa, oTaensaemMoro HoCoCne3Horo KaHana, CcrnesHow

6883 KnakocTu* 540.0
LlVITOJ'IOI'I/I‘-ieCKOe uccneanosaHve Maskos (COCKOGOE) C NOBEepxHOCTH LeVKn MaTkv n LuepBUKanbHOro kaHana ?

5926 okpalumBaHve no ManaHukonay ? Pap-tect™ 1290.0

6905 LiuTonornyeckoe nccnefoBaHve MaskoB W3 FIOTKW U CIIM3UCTON POTOBOI NONOCTU® 920.0

375 LiuTonornyeckoe nccnefoBaHe MaskoB U3 LiIePBUKaNbHOMO KaHana v Wemnku maTku® 420.0

LlVITOJ'IOI'I/I‘-ieCKOe uccneanosaHve Maskos M3 LepBUKanbHOro kaHana, LUENKU MaTKM 1 NOSIOCTU MaTKn C

6869 okpalumsaHvem no Linnio-Huneceny (auarHoctuka Ty6epkynesa MIC)* 960.0
LlVITOJ'IOI'I/I‘-ieCKOe uccneanosaHve Maskos M3 LepBUKanbHOro kaHana, MET MaTku, Bnaranuuia, Byrnbsbl C
vccnefoBaHueM Ha mukpobuoleHos, Bethesda system (TpaguumoHHbIi Ma3ok, okpalumeanve no Mpammy 1

6864 no PomaHoBckomy)* 960.0
LiuTonornieckoe nccrnefoBaHne MaskoB U3 LIepBUKanbHOMO kaHana, LWenk1 MaTky, Bnaranuiua, Bynbebl C
MLIX oueHkon akcnpeccum Ki67, p16 n HPV (auarHoctvka aucnnaswii u paka LLIM), Bethesda system

6858 (TPaAVLMOHHBIN Ma30kK) 5830.0
LlVITOJ'IOI'I/I‘-ieCKOe uccneanosaHve Maskos M3 LepBUKanbHOro kaHana, ET MaTku, Bnaranuuia, Bynbsbl C

6861 MLX ouekon akcnpeccun p16 n HPV, Bethesda system (TpagnumoHHbIii Ma3ok) 4510.0
LlVITOJ'IOI'I/I‘-ieCKOe uccneanosaHve Maskos M3 LepBUKanbHOro kaHana, T MaTku, Bnaranuiia, ByrnbBbl,

6865 vccneoBaHue ropMoHanbHOro ctaTyca - okpalumeaHuve no MNanaxHukonay* 1330.0
LlI/ITOJ'IOI'I/I‘-ieCKOe uccneanosaHve Maskos M3 LepBUKanbHOro kaHana, MET MaTku, Bnaranuuia, BynbBsbl,

6862 Bethesda system (TpaguumoHHbIi Ma3sok) ¢ ULIX oueHkoit akcnpeccun HPV* 1940.0
LlI/ITOJ'IOI'I/I‘-ieCKOe uccneanosaHve Maskos M3 LepBUKanbHOro kaHana, T MaTku, Bnaranuuia, ByrnbBbl,

6863 Bethesda system (TpaguumoHHbIn masok) ¢ ULIX oueHkoi akcnpeccun HSV n HPV* 2780.0

6906 LiuTonornyeckoe nccnefoBaHe MaskoB Ha aTUNUYEcKue KNneTku® 740.0

365 LiuTonornyeckoe nccneaoBaHne MOKpoTbl™ 390.0

LiuTonornyeckoe nccnenosaHme Moum 1 OTAENSEMOro NPOCTaThl M ypeTpbl ¢ AnarHoctukoi M.tuberculosis

6908 (okpacka no Liunb-Hunbcery)* 950.0




6889 LiuTonornyeckoe nccneoBanne oTAeNsEMOro U3 CryxoBOro npoxoaa™ 540.0
LlI/ITOJ'IOI'I/I‘-leCKOe nccneaosaHve oTAenAaemMoro npocTaTbl U ypeTpbl C uccnegosaHnem MVIKpO6I/IOLLeH03&

6887 (okpacka no pamy) 660.0
LlI/ITOJ'IOI'I/I‘-leCKOe uccneanosaHue NpoMbIBHbIX BOA 6p0HXOB, CMbIBOB, MOKPOTbI, 3KCCyAaToB C IJI/IaI'HOCTVIKOl;i
6870 M.tuberculosis (okpacka no Ljunb-Hunbceny)* 940.0
6899 LiuTonornyeckoe nccneaoBaHve NyHKTaToB U acnvpaToB LUMTOBUAHON xenesbl (3 n Gonee nokanuaauuin )* 1750.0
6875 Liutonornyeckoe nccnefoBaHve NyHKTaToB U acnvpaToB WMTOBKUAHON xeneabl (Bethesda system, 2009)* 1100.0
LlVITOJ'IOI'I/I‘-leCKOe nccneaosaHne NyHKTaTos, Ma3koB-0TNe4aTkos 06pasoBaHm71 norgensemoro MOIOYHOW

6898 >Kenesbl (aTUNUYHbIe KNeTKK)* 650.0
LlVITOJ'IOI'I/I‘-leCKOe uccnenosaHve rIyHKTaTOB/COCKOﬁOE/OTHeHaTKOB KOXHbIX OSDESOBHHI’IVI ansa Bepmdwlkauww

6874 BOCNanuTensHoro npotecca* 1000.0
LlVITOJ'IOI'I/I‘-leCKOe uccnenosaHve rIyHKTaTOB/COCKOﬁOE/OTHeHaTKOB KOXHbIX OSDESOBHHI’IVI Ha Hanuyune

6873 aTUNNYHbIX KNeTOoK™ 1000.0
6872 LiuTonornyeckoe nccneaoBaHve nyHkTatos/cockobos/oTnevaTkoB numMdoyanos*™ 1000.0

LlVITOJ'IOI'I/I‘-leCKOe uccnenosaHve rIyHKTaTOB/COCKOﬁOE/OTHeHaTKOB MOJOYHOW Xenesbl ¢ OLleHKOI;I
6871 MukpobuoLieHo3a* 730.0
6904 Liutonornyeckoe nccneposanue ¢ MLX oueHkomn akcnpeccun HPV* 2250.0
6907 Liutonornyeckoe nccneposanue ¢ MLX oueHkomn akcnpeccun HSV* 2250.0
6903 Liutonornyeckoe nccneposanve ¢ VLX oueHkon akcnpeccum p16 (CINtec) n HPV* 3630.0
6886 LiuTonornyeckoe nccneaoBaHve CrmsnucToit 060104k poTOBOW NOMNOCTU® 1330.0
LlVITOJ'IOI'I/I‘-leCKOe uccnenosaHve COCKOGOB, Ma3sKoB-0TNe4aTKoB KOXHbIX OﬁpaCiOBEHVWI Ha OHKOUMTOMNOrno

6913 (11 v 6onee obbekTOB) 2540.0
LlVITOJ'IOI'I/I‘-leCKOe uccnenosaHve COCKOGOB, Ma3sKoB-0TMe4aTKoB KOXHbIX OﬁpaCiOBEHVWI Ha OHKOUMTONOrno

6911 (no 5 o6bekToB) 1210.0
LlI/ITOJ'IOI'I/I‘-leCKOe uccnenosaHve COCKOGOB, Ma3sKoB-0TNe4aTKoOB KOXHbIX OﬁpaCiOBEHVWI Ha OHKOUMTONOrno (OT

6912 6 0o 10 o6bekToB) 1870.0
364 LiuTonornyeckoe nccneaoBaHve TpaHcCyJaToB U 3KCCyAaToB® 380.0
2007 FucTonoruyeckoe nccnegosaHne GuoncuinHoro matepuana (PYyTUHHbLIE OKpacku)* 2260.0
2201 MMMmyHorncToxmmmudeckoe nccneposanue (4 n 6onee aHtuten)* 18500.0
2200 VIMMyHOr1CTOXMMUYECKOE UCCeaoBaHNUe (C OAHUM aHTUTeNnom)* 2700.0
2058 VIMMyHOLMTOXMMUYECKOE UccreoBaHue ek MaTku ¢ onpeaenexvem p16 un Ki67* 2730.0

MMMyHOrMcToxMmmyeckoe nccrnefoBaH1e peLienTopHOro crtatyca MonoyHon xenesbl (ER, PR, HER2-neu,

6937 Ki67)* 9500.0

6936 VIMMYHOr1CTOXMMUYECKOE NCCIEA0BaHUE PELIENTOPHOTO cTaTyca aHAOMeTpusi/MonoyHoi xenessl (ER, PR)* 5940.0
KomnnekcHoe natomopdornornyeckoe uccneposaxue buonorudeckoro matepuana gononHeHHoe UMX (p16,

6933 Ki67, HPV)* 7600.0

6939 KomnnekcHoe natomopdorornyeckoe uccrneaoBaxne buoncuitHoro matepuana, B T.4. LUTO-6rnokoB™ 2540.0
KomnnekcHoe ﬂaTOMOquOﬂOI'VNeCKOe uccnenosaHve B1onTaToBKOXM U FIOELKO)KHOIZ )KVIpOBOVI Knet4yaTtkun
(AMarHocTuka BocnanuTenbHbIX AePMaTo30B, MOPOKOB, A0BPOKAYECTBEHHBIX 1 3MOKAYECTBEHHbIX

6941 HOBOOGpa3oBaHwii) - o6bekT Gonee 1cm* 5500.0
KomnnekcHoe natoMopchornornieckoe UccrneaoBaHne G1onTaToBKOXW W NOAKOXHOMN XMPOBOI KNeTHaTKu
(,ElMaFHOCTI/IKa BOCNanuTenbHbIX 4€pMaTo308B, NOPOKOB, ELOSDOKa\IeCTBSHHbIX W 3N0OKa4yeCTBEeHHbIX

6940 HoBOOGpa3oBaHuit) - 06bekT fo 1ecm* 2540.0
KomnnekcHoe ﬂaTOMOquOﬂOI'VNeCKOe uccnenosaHve 06pasoBaHm71 KOXn 1 HOIJKO)KHOVI )KVIDOEOI;i Knet4yaTtku ¢

6944 VMMYHOTUCTOXMMUYECKUM WccrnefoBaHuem (6onee 5 antuten)* 16900.0
KomnnekcHoe ﬂaTOMOquOﬂOI'VNeCKOe uccnenosaHve 06pasoBaHm71 KOXn 1 HOIJKO)KHOVI )KVIDOEOI;i Knet4yaTtku ¢

6943 VMMYHOTVCTOXMMUYECKUM WCCriefoBaHuem (8o 5 aHtuten)* 9600.0
6932 KomnnekcHoe natomopdornornyeckoe uccneaoBaHne onepaLmoHHoro matepuana (6onee 5 coparmeHToB)* 4960.0
6930 KomnnekcHoe natomopdorornyeckoe uccneaoBaHne onepaLmoHHoro matepuana (oo 5 pparmeHToB)* 2420.0

KomnnekcHoe ﬂaTOMOquOﬂOI'VNeCKOe uccnenoBaHue XpoOHUYEeCKOro 3HAOMEeTpuTa, 40NONTHEHHOe nrx (l:lO 4

6934 aHTUTen)* 810.0
6935 KomnnekcHoe natomopdorornyeckoe uccrneaoBaHve aHaomeTpusi, gononHeHHoe UMX (6onee 5 aHtuten)* 11800.0
2030 KoHcynbTauus 6ruoncuitHoro (onepauuoHHoro) matepuana* 4960.0

KOHCyﬂbTaLlIAH AOKTOpa MeAULIMHCKMUX HayK no rotoBbIM rMCTONOrn4eckuM rnpenapatam (EXOL‘(QT

6942 CTaHJapTHbIE OKPaCKM, PYTUHHbIE TMCTOXMMUYECKNE UCCrel0BaHus, Jopeska n nepesanueka 6nokos)* 5700.0
6953 OnpepeneHue ypoBHs akcnpeccun reHa BRAF B TkaHu onyxonun™® 7260.0
6938 MaTomopcbonornyeckoe nccnegoBaHve 6roncuitHoro matepuana 1330.0

ﬂaToMopd)onoerecKoe uccnegosaxHne 6uoncuHoro marepuana (MyJ'IbTVIqJOKaﬂbHaﬂ Buoncus npocratbl,

6931 KWLIeYHMKa, TpenaHGuoncus neveHmn)* 4000.0
2219 OnpepeneHue peLienTopoB B ONYX0NN ? UMMYHOTUCTOXMMWUYECKOe UccreoBaHne™ 7900.0
9342 AHTVHyKneapHble aHTuTena (ANA) 2200.0
331 AHTWHYKneapHbIi daktop (HEp-2)* 1600.0
340 LE-kneTku 810.0
336 AHTUTena k AsyxcnnpansHoi AHK knacca Ig G 850.0
9324 AHTWTEna k Hykneocomam (IgG0) TecT 2 nokonenusi (AHCA)* 2140.0
4555 AHTWUTEna k TpombouuTam knacca IgG* 3350.0
333 AHTWTENa K 9KCTparnpyemomy siAepHOMY aHTUreHy B CKpuHUHroBom Tecte (ENA-CKpUHUMHI)* 150.0
6682 VccnepoBaHue akTUBHOCTW aHMMOTEH3WHNPEBpaLLaoLero hepMeHTa CbIBOPOTKU® 3050.0
494 O6cneposanwve npu CKB (acAHK n AH® n AKIT)* 5050.0
334 MaHenb aHTMHYyKNeapHblx aHTuTen (RNP/Sm, Sm, SS-A,S-B, Scl-70,Cent-B,Jo-1,Pm-Scl, Histone)* 5700.0

MMMyHOBNOT aHTUHYyKNeapHbIX aHTUTEN npw cknepoaepmun (Scl70, CENPA/B, RP11,RP155, FBLN, NOR
10201 90,Th/To,PMSc100, PMScl75, Ku, PDGFR, Ro52)* 4400.0
MMMyHOGOT npy NonumMmnoanTe/BocnanuTenbHbix Muonatusx (Mi2b, Ku, Pm-Scl100, PM-Scl75, Jo-1,SRP,PL-

10203 7,PL-12 EJ,0J,Ro0-52)* 7100.0

10204 CKpWHWHT BoneaHen coeguHuTenbHon TkaHn (AH® Ha Hep2 n ENA-cKpuHWHWT)* 2660.0

10205 AHTuTena knacca IgG k T v B-numdouutam* 2300.0
4519 AHTuTena (Ig G) k 6eTa2-rnukonpoTenHy 1330.0
291 AHTUTEna K kapavonununy (Ig G n Ig M) 850.0

AHTUTEna k chocchonunmuaam knacca Ig G (kapanonunuH, anonpoTtenn-H, ocdatnann-cepuH, octatnann-
9318 vHoauTon, dhoccatnaunosas kucnota)* 1320.0
AHTUTEna k chocchonunmuaam knacca Ig M (kapavonunuH, anonpotenH-H, occhatnamn-cepuH, docdatnann-

9317 vHoauTon, doccatnaunosas kucnota)* 1320.0
9325 AHTuchocchonunuarble aHtutena (AKIT u AB2IT1 n AHH5 IgG/M n PS/PT)* 2530.0
6632 OnpepeneHue aHTuTen K doccatnann-npoTpombuny (PS-PT)* 2000.0
4520 PasBepHyTas auarHoctuka aHTudocdonunuaHoro cuHapoma (AKI u AB2I n AH®)* 5450.0

10206 AHTuTena (Ig M) k 6eTa2-rnnkonpoTenHy 1330.0

MMMyHOGBMOT aHTUhoChoNnUNaHbIX aHTUTEn knaccos IgG v IgM: kapavonunuHy, 6eTa2rnukonpoTenHy,
aHHekcuHy V, npoTpom6uHy, hocaTuaun-cepury, ochatunun-rnuuepony, hochaTnann-xonuHy,

10208 9TaHONMaMuHy, hochaTnan-MHO3NTONY 1 hoctaTUaHOI KucnoTe 7140.0
5612 HLA-B27 TunupoBaHue ¢ nomoLubio metoaa MUP 1580.0
497 AHTVKepaTUHOBbLIE aHTUTena* 1210.0
498 AHTUNEpUHYKNeapHbIn hakTop™ 1210.0
5610 AHTUTENa K MOAUMULMP. LMTPYIINIMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV)* 1700.0
499 AHTUTENa K LMKNYecKoMy LIMTPYNNnH-coaepallemy nentuay (anti-CCP) 770.0

KpucTannbl MOHoypaTa HaTpusi B CUHOBUAmbHOM KUAKOCTY (AuarHocTuka nogarpbl v nupococdatHon
5611 apTponatum)* 1820.0
10209 PesmatonaHbin chaktop (P®) knacc IgA* 1700.0




10210 BbisiBneHune aHTudunarrpuHosbix aHTuten (AKA n AMo)* 3300.0
10211 OnuromepHbIn MaTpuKcHbIN Benok xpsia (COMP) AnarHocTuka octeoapTposa® 3500.0
AHTUTENa K aHTUreHam aHTUHeNTpodunbHbIX aHTUTen ANCA-naHenb (MpoTemHasa 3, Myenonepokcuaasa,
337 anacrasa, katencuH G, 6enok BPI, naktocdeppuH v nusoumm)* 1820.0
492 AHTUTena k 6asanbHoit MembpaHe knybouka* 1580.0
491 AHTUTEna k Muenonepokcuaase (MPO)* 1330.0
490 AHTWTEna k npoTenHase-3 (PR-3) 1330.0
489 AHTUTENa Kk yutonnaame Hentpocunos (AHLIA) n aHTUHyKkneapHblid daktop (HEp-2)* 1000.0
2129 AHTWTENa K 3HAoTennanbHbIM knetkam (HUVEC)* 2050.0
10212 AHTUTEna k peuenTtopy ocdonunassl A2 (MembpaHoaHbIi MH)* 3510.0
10213 AHTWUTEna Kk yutonnaame Hentpocpunos (LAHLIA/NAHLA) IgG* 3400.0
10214 [InarHocTuka ayTouMmMyHHoro nopaxeHnus nodek (AHLIA n BMK n AH®)* 7000.0
10215 MMMyHHble komnnekcbl IgG,ceasbiBatowme C1q (C1g-IgG-MK)* 1870.0
10216 Obuas remonuTUYeckas cnocobHoCTb cbiBopoTkn (CH-50)* 1740.0
10218 AHTuTena k C1q chakTopy komnnemeHTa* 1900.0
AHTUTENa K aHTUreHam ayToMMMYyHHbIX 3aboneBaHui nedenu (MMmMyHO6noT k aHTureHam SLA/LP, LC-1, LKM-
9323 1, PDC-AMA-M, M2-3E, Sp-100, PML, gp210)* 5800.0
504 AHTWTEna Kk rnagkon myckynatype (ASMA)* 1580.0
505 AHTWTENa K MMKpocoMaMm neveHun-novek (LKM) 1580.0
506 AHTWUTENa K MUTOXOHAPUSM (AMA) 1580.0
507 AyToMMMYyHHasi naHernb nevenn (504, 505, 506, 331, 509)* 4240.0
10259 AHTWUTEna Kk yutonnaame Hentpocunos (AHLIA) knacca IgA* 3510.0
10221 [lnarHocTuka ayToumMmMyHHoro renatuta (aHTn-ASGPR)* 3050.0
10222 Onpepenenue HeontepuHa (HMT) Npy XPOHUYECKMUX BUPYCHBIX MHAEKLMAX™ 2550.0
6828 Anbcha-1 aHTuTpuncuH (AAT)* 1050.0
4524 AHTuTena (Ig A u Ig G) k anba-rnmaguHy 2790.0
510 AHTuTena (Ig A) K aHAOMU3NIO™ 1580.0
2128 AHTWTena Ig A K TKaHEBOWN TpaHCIyTaMuHase 1460.0
2127 AHTuTena Ig G K TKaHeBOW TpaHCryTamMuHase 1330.0
AHTUTEna k GP2 aHTUreHy LieHTpoaLmMHapHbIX KNETOK NoAKenyJ04HOM xenesbl knacca IgG un IgA
2125 (AnarHocTtuka 6onesHn KpoHa)* 2420.0
2140 AHTUTEena k Saccharomyces cerevisiae (ASCA) 1580.0
2126 AHTUTEna k bokanoBuUaHbLIM kneTkam kuweyHuka (BKK)* 1580.0
509 AHTWTENa K napueTanbHbIM KneTkam Xenyaka* 1580.0
2130 FacTput TMNa A 1 nepHuLmMosHas aHemus (AMKXK n AB®)* 2660.0
10303 MmmyHornobynuH nogknacc IlgG4* 2060.0
4523 MonHas ceponorus uenuakun (ASA, TTI, APA, ATA IgA/G)* 7500.0
4521 Cepornoruyeckas naHenb ractputos A n B* 2420.0
2131 CkpuHuHT uenvakumn (AAT IgG n TTT IgA)* 3050.0
10223 AHTVUpPeTUKYNnHoBbIe aHTuTena (APA) knaccos IgG n IgA* 2060.0
10224 AHTWTENA K 9K30KPUHHOW YacTu NOKeNyA0YHOM xenesbl (AIMK)* 1500.0
Kom6uHupoBaHHoe obcrejoBaHWe npy BocnanuTerbHbix 3aboneBanusix kuweynuka (AHLA (IgG/IgA) n
10225 ASCA IgG/IgA, BKK n AIDK)* 9500.0
2134 AHTuTena kK NMDA rrnioTamaTHOMY peLenTopy (ayTOMMMYHHbIN 3HLedanuT)* 5400.0
2132 AHTWTENa K aLeTUNXONMHOBLIM peLientopam (AxP) ? muacteHuns™ 8000.0
2133 AHTWTENa K MUENWUHY U aHTUHeWpOoHanbHbIe aHTuTena* 2300.0
508 AHTWTENa K M1oKapay™ 2060.0
4526 AHTUTENA K CKENEeTHbIM MblluLam* 2060.0
[lnarHocTvka BoCnanuTenbHbIX NONMPaanKyoHEBPUTOB (aHTUTENa K raHrmuo3ngam acuano-GM1, GM1,
2136 GM2, GD1a, GD1b, GQ1a, GQ1b, GT1a knaccos IgG/IgM)* 2270.0
[lnarHocTvka napaHeonnacTUiecknx aHuedanuTos - LepebennspHas aereHepauys (aytoaHtutena Yo-1, Hu,
2135 Ri, Ma2, AMducpuant)* 2600.0
4527 OnuroknoHanbHbIv Ig G B TMKBOPE U CbIBOPOTKE KPOBM ANst ANArHOCTUKN PacCesiHHOro ckreposa® 5450.0
10226 AHTuTena knacca IgG k aksanopury-4 (NMO)* 3750.0
6430 AHTVWOBapuanbHble aHTuTena* 1820.0
6633 AHTuTena (IgG) Kk MHCYNUHY 1090.0
6411 AHTWUTENa K ? - XOPUOHUYECKOMY FOHaA0TPOMNMHY™ 1700.0
6410 AHTUTENa K aHHEKCUHY-V* 1330.0
6827 AHTWTEna K rnoTamaT-gekapbokcunase oCTPOBKOB NogkenyaoyHoi xenessl (GAD)* 2530.0
511 AHTWTENa K OCTPOBKOBbIM KNeTkam NoAxesyA04HON eneabl™ 1060.0
512 AHTWTENa K CTepouna-NpoAyLMPYIOLLIMM KNeTkaM HafnoveqHUKoB™ 2180.0
10227 AHTWUTEna K Tupo3nH-cbocaTase ( aHTu-IA2)* 2140.0
10228 AHTWUTEna K Tupo3uH-cboccaTase ( aHTu-IA2)* 2420.0
501 AHTUTena k 6asanbHoit MembpaHe anugepmuca* 2800.0
502 AHTWTENa K JlecMocomam anuaepmuca* 2800.0
10229 AHTWUTENa K Jecmorneuny 1 (nuctoBuaHas nysbipyaTka)® 3400.0
10230 AHTWUTEna K Jecmorneuny 3 (BynbrapHas nyablpyaTka)* 3400.0
10231 AHTuTena k 6enky BP 180 (6ynnesHbiin nemdurona)* 3400.0
10232 AHTuTena k 6enky BP 230 (nemdurouna)* 3400.0
415 AKTWBHOCTb rMOK030-6-¢hocchaT AernaporeHasb! 2540.0
406 OcmoTuyeckasi CTONKOCTb SpUTPOLIUTOB 2060.0
10233 PacTBopuMblIii peuenTop TpaHceppuHa (pTd)* 2780.0
10234 KoadhdpuumeHT peuentopa TpaHceppuHal/beppuTuH (BbisiBNeHue xenesoaeundura)* 3870.0
10235 CB0ob60o/Hble nerkve Lenyu MMMYHOrnoByMHOB B CbIBOPOTKE (MHAEKC K/1)* 2780.0
10236 CBob6o/Hble nerkue Lienu MMMyHOrNoBynMHOB B Move™ 2300.0
10237 MMMyHodMKCaLmns MMyHOrnobynuHoOB Ans BbisiBneHust napanpotenHa (IgG,M,A,D,E kappa,lambda)* 3400.0
5601 WHTepnelikun-6 B Gronornyecknx cpegax™ 1210.0
274 Ig E 06unit 470.0
9695 Anneprounn ImmunoCAP ISAC (112 anneprokoMnoHeHTOoB) 3880.0
4565 AHTuTena Ig G k 90 nuLieBbIM annepreHam 9600.0
Cneuncudeckinin iMmyHornobynuH E k ogHomy annepreHy (no 3anpocy): kanbmapel (f258), kpabosoe msico
(f23), BuHorpag (f259), BuwHs (f242), ropox (f12), nyk (f48), nepew, cnagkuii (nanpwka) (f218), dacons (f15),
6766 uBeTHas kanycTa (f291), yecHok (f47), sumensb (f6), @ 730.0
4575 TpunTasa 2180.0
®aauaton (ka4ecTeeHHOe onpesenerme Ig E K CMecu UHransUmMoHHbIX anmnepreHos: MbinbLia NyroBbIX 1
4577 COPHbIX TPaB, €PEBLEB: KNELUM JOMALLHE NbiNK, WepcTb KOLWKM, cobaku, NepxoTb noLaamn) 2060.0
®aamaton AeTckui (kauecTeeHHoe onpezaernerme Ig E k cMecu NULLIEBbIX U MHransiLMOHHbIX annepreHos:
SANYHbIN SEHOK, MOJSOKO, apaxuc, Kknewm L‘lOMaLLIHeFI NbiNK, WepCTb KOLWKN, COGaKVI, MECTHbI€ TpaBsbl, MbiNbua
4576 AepeBbeB, 3MaKoBble) 2420.0
4574 3031HOUIIBHBIV KaTUOHHBIR Genok 2180.0
10262 WHrnbutop C1INH (anarHocTuka KpanuBHWLIbI U @aHTMOHEBPOTUHECKOTO oTeka)® 1820.0
10239 Jo3nHoubHbIA HelipoTokenH (EDN) B dhekanusix (AuarHocTuka nuLLeBoii anneprim)*® 3400.0
KayectBeHHOe onpeaenexHue |g E k cmecn annepreHoB AIETCKOro NUTaHus: SAVYHbI ﬁeﬂOK, MOIOKO,
6469 nwenuua, apaxuc, cos, Tpecka (Fx5) 1000.0
KayectBeHHOe onpeaenexHue |g E k cmecn annepreHoB 31aKoB: NieHnua, 0BecC, KyKypysa, rpeda, KyHxyT
6470 (Fx3) 1000.0
KayectBeHHOe onpeaenexHue |g E k cmecn annepreHos pblﬁbl N MOPEenpoayKTOB: TPeCKa, KpeBeTKa, CUHAA
6466 Muaws, TyHew, nocock (Fx2) 1000.0
6471 KauecTtBeHHOe onpeaenexue Ig E k cmecu annepreHoB oBoLLeii: FopoX, MOPKOBb, kapTodens, daconb (Fx13) 1000.0




KauecTeeHHoe onpeaeneHue Ig E k cMecn annepreHoB 0pexoB: apaxuc, yHayK, aMepuKaHCKUi Opex,

9600 MWHAAnNb, KOKOCOBbIV opex (fx1)* 1460.0
4472 Cneuundunyecknin UMMyHornobynuH E - anbga-nakransbymuH (f76) 600.0
4484 Cneuwdmryecknin UMMyHornobynuH E - 6eta-naktornobynuH (f77) 600.0
4474 Cneuuduryecknin UMMyHornobynuH E - rossiguHa (f27) 700.0
4451 Cneuwnduryecknin UMMyHornobynuH E - kasewH (f78) 600.0
4471 Cneuwnduryecknin UMMyHornobynuH E - kypsituHa (f83) 700.0
4482 Cneuwdunyecknin UMMyHornobynuH E - monoko koposbe (f2) 700.0
335 Cneuwduryecknin UMMyHornobynuH G - Monoko koposbe (f2) 850.0
338 Cneuwnduryecknin UMMyHornobynuH G - cbiIBOpOTKa kopoBbero Monoka (f236) 850.0
4473 Cneuwduryecknin UMMyHornobynuH E - ceuHuHa (f26) 700.0
9601 Cneuwdmryecknin UMMyHornobynuH E — ceip Tuna vepaep (f81)* 1200.0
9602 Cneuunduryecknin UMMyHornobynuH E — cbip ¢ nnecexblo (f82)* 1200.0
9603 Cneuynduryecknin UMMyHornobynu E — 6apanuHa (f88)* 1200.0
9604 Cneuuduryecknin UMMyHornobynuH E — maco nhaenku (f284)* 1200.0
9605 Cneuwnduryecknin UMMyHornobynui E — monoko koabe (f300)* 1200.0
Manensb - cneumbwecme MMMyHOI’J’IOGyJ'II/IHbI Exk annepreHam pblﬁbl W MOPEenpoAayKTOB: Kanbmapsbl,
6767 kpaboBoe msco, nocock, Tpecka 2250.0
4479 Cneuwnduryecknin UMMyHornobynuH E - kanbmapel (f258) 1000.0
4475 Cneuudmryecknin UMMyHornobynuH E - kpabosoe msco (f23) 700.0
4500 Cneuwndmyecknin UMMyHornobynuH E - kpeeeTku (f24)* 1270.0
4477 Cneuwndmyecknin MMyHornobynuH E - nocock, cemra (f41) 660.0
4478 Cneuudmnyecknin UMmyHornobynuH E - Tpecka (f3) 660.0
9606 Cneuwndunyecknin UMMyHornobynut E — TyHew (f40)* 1200.0
9607 Cneuwduryecknin UMmyHornobynut E — ctaspupa (f60)* 1200.0
9608 Cneuwndmyecknin UMMyHornobynuH E — capauna (f61)* 1200.0
9609 Cneuwndunyecknin ummyHornobynuH E — chopens (f204)* 1200.0
9610 Cneuuduryecknin UMmyHornobynuH E — cenbapb (f205)* 1200.0
9611 Cneuunduryecknin UMMyHornobynuH E — ckymbpus (f206)* 1200.0
9612 Cneuuduryecknin uUMmyHornobynux E — Tenanus (f414)* 1200.0
6773 MaHenb - cneunduyeckue Ig E k annepreHam pykToB: anenbcuH, 6aHaH, BUHOrpag, BULLHS, S6Moko 2420.0
Manensb - cneuwd)wecme MMMyHOI’J’IOGyJ'II/IHbI Ek annepreHam 3nakos: OBeC, NnuweHuua, poXxb, AYMEHb,
6770 KyKypy3a, puc, rpeva 2670.0
MaHenb - cneumduyeckne UMMYHOrNoBynuHbI E k annepreHam oBOLLEii: rOpoX, kapToerb, MOPKOBb,
6768 uBeTHas kanycTa, Tomart, haconb 3510.0
MaHenb - cneumduyeckne UMMYyHornoBynuHbl E k annepreHam cnewmin: YeCHOK, NyK, NepeL, crnaakui
6769 (nanpwuka) 3400.0
Manensb - cneuwd)wecme IAMMyHOITIOGyJ'II/IHbI Ek annepreHam AeTCKOro NUTaHuA: Tpecka, nweHuua, apaxuc,
6771 SINYHBIN BENOK, MOMOKO KOPOBbE 1700.0
4450 Cneuwnduryecknin UMMyHornobynuH E - anenbcun (f33) 2180.0
4468 Cneuwdunyecknin UMmyHornobynuH E - apaxuc (f13) 670.0
4459 Cneuwnduryecknin UMMyHornobynuH E - 6aHaH (f92) 670.0
4454 Cneuwdmyecknin UMMyHornobynuH E - BuHorpag (f259) 800.0
4492 Cneuundunyecknin UMMyHornobynuH E - BuwwHa (f242) 710.0
6780 Cneuuduryecknin UMMyHornobynuH E - rnioteH (f79) 710.0
4467 Cneuwndunyecknin UMMyHornobynuH E - ropox (f12) 820.0
4498 Cneuwnduryecknin UMMyHornobynuH E - rpeva (f11) 670.0
4494 Cneuyndunyecknin UMMyHornobynuH E - rpubbl iamnuHboHb! (f212) 650.0
4463 Cneuwnduryecknin UMMyHornobynuH E - kakao (f93) 810.0
4490 Cneuwndmryecknin UMMyHornobynuH E - kaptodens (f35) 810.0
4495 Cneuwdmyecknin MMyHornobynuH E - kykypyaa (f8) 670.0
6564 Cneuwdmryecknin UMMyHornobynuH E - knybruka (f44)* 670.0
4487 Cneuunduryecknin UMMyHornobynuH E - nyk (f48) 1050.0
4462 Cneuwdmryecknin UMMyHornobynuH E - mopkossb (f31) 600.0
4469 Cneuwduryecknin UMMyHornobynuH E-mungans (f20)* 770.0
4476 Cneuwndunyecknin MmyHornobynuH E - oec (f7) 1300.0
4464 Cneuyduryecknin UMMyHornobynuH E - nepew cnaakwii (nanpuka) (f218) 670.0
4453 Cneuunduryecknin UMmyHornobynuH E - nepcwk (f95) 670.0
4493 Cneuunduryecknin UMMyHornobynuH E - nwenuua (f4) 770.0
4497 Cneuwdmnyecknin UMMyHornobynuH E - puc (f9) 670.0
4491 Cneuwdmryecknin UMMyHornobynuH E - poxe (f5) 610.0
10254 Cneuuduryecknin UMMyHornobynuH E - cos (f14)* 610.0
4461 Cneuwduryecknin UMMyHornobynuH E - Tomart (f25) 1320.0
4466 Cneuundmyecknin UMmyHornobynuH E - bacons (f15) 650.0
4470 Cneuwduryecknin UMMyHornobynuH E - dyHayk, necHoit opex (f17) 650.0
4455 Cneuuduryecknin UMMyHornobynuH E - ueTtHas kanycra (f291) 1000.0
4458 Cneuundunyecknin UMMyHornobynuH E - yecHok (f47) 650.0
4460 Cneuwndmryecknin UMMyHornobynuH E - sénoko (f49) 650.0
10185 Cneuunduryecknin UMMyHornobynuH E - siroasl poaa 6pycHUYHBIX (YepHuka, ronybuka, 6pycHuka) (f288)* 670.0
4480 Cneuundunyecknin UMMyHornobynuH E - sumers (f6) 900.0
9613 Cneuwnduryecknin UMMyHornobynuH E — kusu (f84)* 610.0
9614 Cneuwduryecknin UmmyHornobynuH E — cenbaepeit (f85)* 700.0
9615 Cneuwduryecknin MMyHornobynuH E — netpyuika (f86)* 700.0
9616 Cneuwduryecknin UMMyHornobynuH E — abiks (f87)* 700.0
9617 Cneuwduryecknin UMmyHornobynuH E — ropumua (f89)* 700.0
9618 Cneuwduryecknin uMmyHornobynud E — conop (f90)* 700.0
9619 Cneuuduryecknin UMMyHornobynuH E — manro (f91)* 700.0
9620 Cneuundunyecknin UMmyHornobynux E - rpywa (f94)* 700.0
9621 Cneuundmryecknin UMMyHornobynut E — aBokapgo (f96)* 700.0
9622 Cneuuduryecknin UMmyHornobynuH E — opexu ketwbio (f202)* 1200.0
9623 Cneuwnduryecknin UMMyHornobynu E — ouctawkm (f203)* 700.0
9624 Cneuwnduryecknin UMMyHornobynuH E — numon (f208)* 700.0
9625 Cneuwndunyecknin UMMyHornobynuH E - rpeiincdpyT (f209)* 700.0
9626 Cneuuduryecknin UMMyHornobynuH E — aHanac (f210)* 700.0
9627 Cneuwdunyecknin MMyHornobynuH E - kanycta 6enokovaHHas (f216)* 1200.0
9628 Cneuundmryecknin UMMyHornobynut E — kanycta 6ptoccensckas (f217)* 700.0
9629 Cneuwndunyecknin UMMyHornobynu E — kodpe 3eproson (f221)* 700.0
9630 Cneuwndunyecknin UMMyHornobynuH E — vait nuctoson (f222)* 700.0
9631 Cneuwndunyecknin UMMyHornobynut E — Teiksa (f225)* 1200.0
9632 Cneuydunyecknin UMMyHornobynuH E — cemena Tbiksbl (f226)* 700.0
9633 Cneuyduryecknin UMMyHornobynuH E — BaHunb (f234)* 700.0
9634 Cneuundmyecknin UMMyHornobynuH E — vyevesunua (f235)* 1200.0
9635 Cneuwduryecknin UMmyHornobynut E — abpukoc (f237)* 1200.0
9636 Cneuunduryecknin ummyHornobynut E — orype (f244)* 1200.0
9637 Cneuwdmnyecknin UMMyHornobynuH E — mep (f247)* 700.0
9638 Cneuwndmryecknin MMMyHornobynuH E — keapoBbin opex (f253)* 700.0
9639 Cneuwdunyecknin ummyHornobynut E — cnuea (f255)* 700.0
9640 Cneuwduryecknin UMmyHornobynuH E — rpeukuii opex (f256)* 700.0
9641 Cneuwdmnyecknin UMmyHornobynut E — 6pokkonu (f260)* 700.0
9642 Cneuwndmyecknin UMmyHornobynut E — cnapxa (f261)* 1200.0
9643 Cneuynduryecknin MMyHornobynuH E — 6aknaxan (f262)* 700.0




9644 Cneuunduryecknin UMMyHornobynui E — TmuH (f265)* 1200.0
9645 Cneuuduryecknin UMmyHornobynuH E — 3enerbin nepey, (f263)* 700.0
9646 Cneuwndunyecknin UMMyHornobynuH E — kapaamoH (f267)* 700.0
9647 Cneuundunyecknin UMMyHornobynut E — reosguka (f268)* 700.0
9648 Cneuuduryecknin UMMyHornobynut E — 6asunuk (f269)* 650.0
9649 Cneuwdunyecknin UMMyHornobynuH E — umbups (f270)* 1200.0
9650 Cneuunduryecknin UMMyHornobynuH E — anuc (f271)* 700.0
9651 Cneuudunyecknin UMMyHornobynuH E — TumbsH (4abpeu) (f273)* 1200.0
9652 Cneuunduryecknin UMMyHornobynut E — ykpon (f277)* 700.0
9653 Cneuwnduryecknin UMMyHornobynuH E — naBpoBbin nucT (f278)* 700.0
9654 Cneuwduryecknin UMMyHornobynuH E — vepHbiii nepedy (f280)* 700.0
9655 Cneuwduryecknin UMMyHornobynuH E — kappw (f281)* 1200.0
9656 Cneuwduryecknin UMmyHornobynuH E — xypma (f301)* 700.0
9657 Cneuynduryecknin ummyHornobynut E — mangapun (f302)* 1200.0
9658 Cneuwduryecknin uUMmyHornobynuH E — ceekna (f319)* 700.0
9659 Cneuuduryecknin UMMyHornobynunH E — kpacHas cmopoguHa (f322)* 700.0
9660 Cneuwduryecknin UMmyHornobynuH E — apbya (f329)* 700.0
9661 Cneuwndunyecknin UMMyHornobynuH E — mata nepeyHoit (f332)* 1200.0
9662 Cneuwndmryecknin UMMyHornobynuH E — manuna (f343)* 700.0
339 Cneuynduryecknin UMMyHornobynuH G - rntoteH (f79) 700.0
4483 Cneuynduryecknin UMMyHornobynuH E - suuxbin 6enok (f1) 1300.0
4499 Cneuwnduryecknit UMMyHOrnobynuH E - sudxbii xenTok (f75) 630.0
9663 Cneuwnduryecknin UMMyHornobynut E — anneprokomnoHeHT nGal d 1 OBomykoug siiua (f233)* 630.0
9664 Cneuudunyecknin UMMyHornobynuH E — anneprokomnoHeHT nGal d3 KonanbbymuH sinua (f323)* 3250.0
4430 Cneuwndunyecknin UMMyHornobynut E ? k gomainen neinu (Greer) (h1) 810.0
4448 Cneuwdmyecknin ummyHornobynuH E - k knewesomy annepreHy (Dermatophagoides farinae) 650.0
4447 Cneuwnduryecknin uMmyHornobynuH E - k knewesomy annepreHy (Dermatophagoides pteronyssimus) 650.0
4449 Cneuwndmnyecknin uMmyHornobynuH E - k knewesomy annepreHy (Euroglyphus maynei) 590.0
Cneundudecknin iMmyHornobynuH E — k knewwesomy annepreHy Dermatophagoides microceras (House dust
9665 mite) (d3)* 1200.0
10184 KauyectBeHHOe onpeaenexue Ig E kK cmecn annepreHoB NepbeB: rycsi, KypuLbl, yTkW, nHAeiikn (Ex71) 1460.0
KauecTeeHHoe onpeaeneHue Ig E cMecy nepbes NTuL| (BOMHUCTOTO NOMyraiyuka, KaHapemku,
10427 [ANMHHOXBOCTOrO Monyrainyuka, nonyrasi, Bblopka (ex72) 2060.0
MaHenk - cneunduyieckme MMMYHOrNoBynMHBI E K annepreHam XMBOTHBIX: NEPXOTb COBaKM, anUTenui n
LWepCTb OBLbI, 3NUTENNIA/GNKN KPbIChI, INUTENMUI A MOPCKOW CBUHKM, 3NUTENNIA MbILLKM, 3NUTENMIA XOMSsKa,
6772 ANUTENUI KPOMWKA, AMUTENWIA U NEPXOThb KOLLKW 4300.0
4445 Cneuncudeckinin UMMyHornobynuH E - kypuHble nepbs (€85) 800.0
4437 Cneundudecknin tMmyHornobynuH E - nepxotb cobaku (e5) 660.0
4436 Cneundudeckinin tMmyHornobynuH E - nepxots nowaan (e3)* 1270.0
2159 Cneundudeckunit MmyHornobynuH E - nepbs nonyrasi (e213) 840.0
4441 Cneuuduyecknin tMMyHornobynuH E - nepbst BonHKUcToro nonyranynka (e€78)* 770.0
4434 Cneuududecknin tMMyHornobynuH E - anutenuii u nepxotsb kowku (e 1) 600.0
4442 Cneuncuydecknin tMMyHornobynuH E - anutenuii u wepctb oBUbl (€81) 710.0
4440 Cneundudecknin UMmyHornobynuH E - anutenuit/6enku kpbickl (€87) 710.0
4443 Cneundudeckinit MMyHornobynuH E - anutenuii kponuka (e82) 810.0
4438 Cneundudeckinin UMMyHornobynmuH E - anutenuii mopckoit cBuHku (e6) 650.0
4439 Cneunduyecknin tMMyHornobynuH E - anutenuit mbiwn (e71) 780.0
4444 Cneundudeckinit UMmyHornobynuH E - anutenuit xomsika (e84) 820.0
9666 Cneundudeckunit MmyHornobynu E — anutennit kpeicol (e73)* 1200.0
4431 Cneundudeckunin ummyHornobynuH E - ackapupaa (Ascaris lumbricoris) (p1) 640.0
9667 Cneundudecknin tMmyHornobynuH E — aa nyensi pomaturen (i1)* 1200.0
9668 Cneundudecknin tMmyHornobynuH E — aa ocbl 06bikHoBEHHOI (i3)* 1200.0
9669 Cneunduyecknin iMmyHornobynuH E — an wepuwxs (i75)* 1200.0
9670 Cneundudecknin ummyHornobynut E — s wwmens (i205)* 1200.0
9671 Cneundudeckinit uMmyHornobynu E — komap (i71)* 1200.0
9672 Cneundudecknin tMmyHornobynuH E — mypaseit Puxtepa (i70)* 1200.0
9673 Cneundudeckinit UMmyHornobynmuH E — mons (i8)* 1200.0
9674 Cneundudeckinit UMmyHornobynuH E — TapakaH pebxuid (npycak) (i6)* 1200.0
9675 Cneundudeckunit MmyHornobynut E — cnenets (i204)* 1200.0
10350 Cneundudeckunit MmyHornobynuH E — anneprokommnoHeHT rBet v1 PR 10 Bepesa (t215)* 110.0
10351 Cneundudeckinin tMmyHornobynuH E — Cladosporium herbarum (m2) 1040.0
Cneuunduryecknin MMyHornobynuH E — anneprokomnoHeHT rPhl p 2 TumodbeeBka nyrosas (recombinant)*
10352 (9206) 3630.0
Cneuunduryecknin MMyHornobynuH E — anneprokomnoHeHT rPhl p 4 TumodbeeBka nyrosasi (recombinant)*
10354 (9208) 3630.0
Cneuwnduryecknin UMMyHornobynuH E — anneprokomnoHeHT rPhl p 6 Tumodbeeska nyrosasi (recombinant)*
10355 (9209) 3630.0
Cneuwnduryecknin MMyHornobynuH E — anneprokomnoHeHT rPhl p 7 Tumocbeeska nyrosasi (recombinant)*
10356 (9210) 3630.0
Cneuudunyecknin UMMyHornobynut E — anneprokomnoHeHT rPhl p1, rPhl p5b Tumodeeka nyroeas
10288 (recombinant) (g213)* 4400.0
MaHenb - cneunduyeckue MMyHornobynuHbl E k nbinbLe AepeBbeB: 6epésa 6oponasyatas, onbxa cepas,
4653 neLHa, Tononb, Ba, KNéH SCEHENMCTHBIA 2420.0
MaHenb - cneunduyeckne MUMMyHOrNobynuHbl E K NbinbLe nyroebix Tpas: exa cbopHasi, TuModeeska
4654 nyrosas, IMCOXBOCT JTYroBOW, MATIMK JyrOBOM, OBCAHHULIA MyroBast 2060.0
TMaHenb - cneumduieckue MMMYHOrNoBynuHBI E K Nbinblie copHbIX Tpas: nebeaa YevesmnLeBnaHas, nonbiHb,
4655 MOAOPOXHUK NaHLETOBUAHBINA, OflyBaHUMK 1710.0
4638 Cneundudeckinin MmyHornobynuH E - neinbla 6epéabl 6opogasyaToin 650.0
4644 Cneundudeckinin tMmyHornobynuH E - neinbua exwu cbopHon (g3) 650.0
4643 Cneundudecknin tMmyHornobynuH E - neinbua skl (112) 650.0
4640 Cneundudeckinin MmyHornobynuH E - neinbua knéxa siceHenuctHoro (t1) 650.0
4648 Cneundudecknin tMmyHornobynuH E - neinbua nebeabl YevesnuesmnaHoin (w15s) 650.0
4641 Cneundudeckinin UMMyHornobynuH E - neinblua newwmHb (t4) 650.0
4646 Cneundudeckunin tMmyHornobynuH E - neinbua nucoxsocta nyroeoro (g16) 650.0
4647 Cneundudeckinin UMMyHornobynuH E - neinbua mMsitnvka nyrosoro (g8) 650.0
4651 Cneundudecknin tMmyHornobynuH E - nbinbua ogyBaHumka (w8) 650.0
4639 Cneundudeckinit MmyHornobynuH E - neinbLa onbxu cepoii (t2) 650.0
4650 Cneundudecknin tMMyHornobynuH E - nbinbLa nogopoxHuka (w9) 650.0
4649 Cneundudeckinit UMMyHornobynuH E - neinbLua nonbiH1 650.0
4645 Cneundudecknin UMMyHornobynuH E - neinbua TuModeeBku nyroBoit 650.0
4642 Cneundudeckinin MmyHornobynuH E - neinbua Tonons (t14) 650.0
9234 Cneuncuydeckinii UMMyHornobynuH E - nbinbLa oBCsHNLBI TyroBon (g4) 650.0
9676 Cneundudecknin uMmyHornobynuH E - neinbua ayba (t7)* 1200.0
9677 Cneundudeckunit uMmyHornobynuH E — neinbua Bsasa (t8)* 1200.0
9678 Cneundudeckinin iMmyHornobynu E — neinbua akauum (£19)* 1200.0
9679 Cneuududeckinin tMmyHornobynuH E — neinbLa siceHst Beicokoro (t25)° 1200.0
9680 Cneuncudeckinin tMMyHornobynmnH E — neinbLia Mo)okeBenbHUKa kasaukoro (t6)* 1200.0
9681 Cneundudecknin tMmyHornobynuH E — neinbua nunei (t208)* 1200.0
9682 Cneuududeckinin iMmyHornobynu E — neinbua enu (t201)* 1200.0
9683 Cneundudecknin tMmyHornobynuH E — neinbLa katwtaHa koHckoro (t203)* 1200.0
9708 Cneundudecknin tMmyHornobynuH E — neinbua eHxens (cobaybs pomaluka) (w46)* 1200.0




9709 Cneuwnduryecknin UMMyHornobynuH E — nbinbua koHckoro wasens (w23)* 1200.0
9686 Cneuwnduryecknin UMMyHornobynuH E — neinbua kpanuebl AByaomHon (w20)* 1200.0
9687 Cneuyndunyecknin UMMyHornobynuH E — nbinbua noaconHeyHuka (w204)* 1200.0
9688 Cneuwndunyecknin UMMyHornobynuH E — neinbua pomatuku (w206)* 1200.0
9689 Cneuudmryecknin UMMyHornobynuH E - anneprokomnoHeHT anAmb a 1 AM6posusi (recombinant) (w230)* 3040.0
MaHenb - cneumduyeckve MmyHornobynuHbl E k rpubam: Aspergillus fumigatus, Candida albicans,
4652 Alternaria alternata 210.0
4637 Cneuwduryecknin MMyHornobynuH E - Alternaria alternata (A.tenuis) 700.0
4635 Cneuwdunyecknin ummyHornobynuH E - Aspergillus fumigatus 700.0
4636 Cneuwdunyecknin MmyHornobynuH E - Candida albicans 700.0
9238 Cneuynduryecknin UMMyHornobynuH E - Fusarium moniliforme 700.0
6820 Cneuunduryecknin UMMyHornobynuH E - Malassezia spp.(m227) 760.0
9237 Cneuudunyecknin UMmyHornobynuH E - Mucor racemosus 700.0
9235 Cneuwndunyecknin MMyHornobynuH E - Penicillium notatum 700.0
9236 Cneuwnduryecknin MmyHornobynuH E - Rhizopus nigricans 700.0
9690 Cneuwdunyecknin UMmyHornobynut E — natekc (k82)* 1200.0
9691 Cneuundunyecknin UMMyHornobynuH E — neruuunnue G (c1)* 1200.0
9692 Cneuynduryecknin UMMyHornobynuH E — neruumnnue V (c2)* 1200.0
9693 Cneuwdunyecknin UMMyHornobynuH E — xnoprekcuaux (c8)* 1200.0
9694 Cneuwndunyecknin UMMyHornobynuH E — uHcynuH Yenoseka (c73)* 1200.0
5542 Cneuwnduryecknin UMMyHornobynuH E - nupokanH 1020.0
5539 Cneuwnduryecknin UMMyHornobynuH E - menvueakanH 1020.0
5543 Cneuyduryecknin UMMyHornobynuH E - apTukant/ ynbTpakamH 1020.0
5551 Cneuunduryecknin UMMyHornobynuH E - akpun 1030.0
5548 Cneuundmryecknin UMMyHornobynuH E - 3onoto 1030.0
5544 Cneuwdmryecknin UMMyHornobynuH E - kobanbt 1070.0
5545 Cneuwduryecknin UMMyHornobynuH E - meab 1030.0
5547 Cneuuduryecknin UMMyHornobynuH E - Hukenb 1030.0
5550 Cneuuduryecknin UMMyHornobynuH E - nannagun 1030.0
5546 Cneuunduryecknin UMMyHornobynuH E - nnatuxa 1030.0
5549 Cneuwnduryecknint UMMyHornobynuH E - xpom 1020.0
6781 Cneuyndmryecknin UMMyHornobynuH E ? xenaTtuH kopoun (c74) 820.0
6782 Cneuwdmryecknin MMyHornobynuH E ? oBanbbymuH sinua (f232) 2000.0
4496 Cneuudmryecknin UMMyHornobynuH E - nekapckue apoxoku (f45) 610.0
5558 Cneuynduryecknin UMMyHornobynuH G - 3onoTo 1200.0
5556 Cneuunduryecknin UMMyHornobynuH G - kobanbT 1200.0
5557 Cneuynduryecknin UMMyHornobynuH G - Hukenb 1200.0
5834 Cneuunduryecknin MMyHornobynui G - nannaguin 1200.0
5831 Cneuynduryecknin UMMyHOrnobynuH G - Xxpom 1200.0
5559 Cneupnduryecknin UMMyHornobynuH G - apTukanH 3400.0
5560 Cneuyndmryecknin UMMyHOrnobynuH G - nugokanH 4100.0
5562 Cneuwndmryecknin UMMyHornobynuH G - mer 5050.0
AHanu3 MUHEParnbHOro COCTaBa U CTPYKTYpbl MOYEBBIX KaMHei 1 nx chparmeHToB (HdpakpacHas
9395 crnekTpockonus)* 1210.0
AHVIOHHBII 1 KaTUOHHbIV COCTaB CyTO4HOM MOYM (Kanui, HAaTPUN, KanbLWid, MarHuii, aMMOHWIA, Cynbgar,
6640 ocdat, xnopug, Wasenesas KUCNoOTa, MIMMOHHAs KUCIOTa, MoYeBas kucrnota)™ 3750.0
KnsHeHHO Heobxoaumble xummyeckue anemeHTbl B BOTOCAX c 3aknoyeHnem (18 anemeHToB: 6op,
KanbLui, kobanbT, XpoM, Mefib, XKeneso, Mof , Kanui, MarHuii, MmapraxeL, MonubaeH, HaTpuii, ocdop,
6248 ceneH, BaHaaWid, LUVMHK , KDEMHWIA, repMaHuii)* 3750.0
9487 Kaomuii B cbiBopoTke™® 3750.0
KpaTkuit CnekTp XMU3HEHHO HeobXoANMbIX XMuYecknx anemeHToB B BOJTOCAX (9 aneMeHTOB: KanbLuii,
6252 Meab, Xeneso, ¥iod, MarHui, CeneH, LMHK, KDEMHWIA, repMaHui) ¢ 3akrnioyeHnem™ 3750.0
KpaTkui CnekTp XU3HEHHO HeobXoanMbIX XMuyeckux anemeHToB B HOIMTAX (9 aneMeHTOB: kanbLuuii, Medpb,
6253 keneso, o1, MarHui, ceneH, LWHK, KPEMHUIA, FepMaHuit) ¢ 3akmnioyeHnem™ 2060.0
KpaTkui CnekTp TOKCUYeCKUX Xumudeckux anemeHtoB B BOJTOCAX (9 anemMeHTOB: CBUHeL, PTyTb, Tanwi,
6254 KaAMWi, MbILLbSIK, CTPOHLIMIA, 6EPUNUIA, anIOMUHWIA, HUKENb) C 3aKroyYeHnem* 500.0
KpaTkuit cnekTp TOKCUYeCKUX XumMmndeckux anementoB B HOTTAX (9 anemeHTOB: CBUHEL, pTYTb, Tanwit,
6255 KaAMWii, MbILIbSK, CTPOHLIMIA, GEPUNUIA, anIOMUHWIA, HUKENb) C 3aKIoyYeHnem* 6800.0
4590 Megab (cyTouHas mova) 6800.0
4589 Megb (cbiBOpoTKa KpoBy) 870.0
MonHbIN cnekTp xumuyeckux anemeHToB B BOJTOCAX (35 anemeHTOB: TUTaH, cypbMa, cepebpo, antoMuUHA,
MbILLbsIK, 6Gop, Gapui, 6epunnui, kanbLmi, KaaMui, koGanbT, XPOM, Lie3nid, Medb, Xeneso, pTyTb, 1oA,
6250 Kanui, NUTUIA, MarHwii, MapraHel, monubaeH, HaTpuiA, H1kenb, docdop, 870.0
MonHbI cnekTp xumuyecknx anemeHToB B HOMTAX (35 anemeHTOB: TUTaH, CypbMa, cepebpo, antoMuHuii,
MblLWbsiK, 6op, 6apui, Gepunnuin, kanbLUuin, kaamuia, kobanbT, XpPoMm, Lie3uii, Meb, eneso, pTyTb, Nof,
6251 Kanui, MUTUA, MarHwii, MapraHey, MonubaeH, HaTpui, HUkenb, ocdop, ¢ 120.0
4591 PTyTb (kpoBb)* 2420.0
5696 PTyTb (MOua)* 5090.0
9488 CBUHeL, B LienbHOW KpoBn*™ 600.0
4592 CeneH (cblBOPOTKa KpOBW) 530.0
6249 ‘Tokcnyeckne xumnyeckune anemenTsl B BOJIOCAX ¢ 3akniovernem* 3250.0
4596 Llepynonna3smuH (CbIBOPOTKa KPOBU) 600.0
4593 LivHk (cbiBOpPOTKa KPOBU) 530.0
10264 WccnenoBaHne NUTOreHHbIX CyGCTaHLWIA C PacHETOM Ha KpeaTWHWUH B pa3oBOii NOPLIMK MOYU™ 3270.0
4580 AMUHOKWCIIOTBI (CyTO4Has Moya) 3750.0
5813 AMUHOKWCIIOTBI U X NPOM3BOAHbIE (CbiBOpOTKa kposu) (BIXKX) 3750.0
4518 BanununmuuganeHas kucrniota (cytodHas mova) (BOXKX) 2420.0
5924 DeHunanaHyH 1 TMPO3nH B CYTO4YHOM Moye (BIXKX) 2420.0
5925 DeHunanaHuH v TMPO3nH B CbIBOpPOTKE kpoBu (BIXKX) 2420.0
Onpenenexune KOHLIEHTPaLK aHTMBNOTUKOB (NeBONOKCALIMH, NMHE30MU A, BAHKOMULIMH, UMUNEHEM,
TUrEeLVKNH, MeponeHeM, LIedTPUAKCOH, LiedyPOKCUM, LIMNPOMIOKCALIMH, aMOKCULIMIIMH) B NNa3me KpoBu
7020 METO[0M XPOMaTO-Macc-CnekTPOMETPUM (3a OAvH Npenapat)* 3630.0
6733 BaHKkoMULMH B KpoBM 1940.0
4613 BeHsonan (BOXX) 1580.0
4608 Banbnpoesas kucrnota (aenakuH, KOHBymnekc)* 1200.0
6691 Bumnar (nakocamua) (BXXK3X) 1820.0
4614 FekcamenuH (BOXX) 1450.0
4616 OndbernH (BOXKX) 1450.0
4615 KapbamaszenuH (cpurnencun) (BAXKX) 1330.0
4617 Namuktan (BIXKX) 1450.0
4619 TpunenTan (okckapbasenuH) (BOXX) 1210.0
4612 DdeHobapbuTan (BIXKX) 1570.0
6732 JlusogpeH (MuToTaH, xnopautaH) B kposu (BAXKX) 2050.0
KomnnekcHoe nccrneposaHve Ha 4 nHdekunn metogom MXJ1: HBsAg, CymmapHble aHtutena (Ig M, G) k
HCV, AnTtutenal/anturen k BUY 1/2, Cymmaphble aHtutena (Ig M, G) k Treponema pallidum (kogpl: 262, 267,
6388 325, 322) 1470.0
40-524 Puck Hanuums anokavecTBeHHoM onyxonu sudHuka (ROMA) 2180.0
A09.16.004 OnpepneneHue KUCNIOTHOCT METOAOM XPOMOCKONUM 440.0
A04.28.003 YnbTpa3sBykoBOE MCCrefoBaHNe OpraHoB MOLLOHKM 940.0
A03.25.001 Bectubynometpus 170.0
09-180 OcTpeble kuLeuHble uHgekumn:Rotavirus A, Norovirus II, Astrovirus 1300.0




[lynnekcHoe ckaHnpoBaHuWe bpaxuoLedarnbHbIX apTepui C LIBETHBIM [ONNNEPOBCKUM KapTUPOBaHNEM

A04.12.005.003 KpoBOTOKa 1330.0
A76.3 BakuuHauus oT NHEeBMOKOKKOBOW MHGeKLn 3630.0
A25.24.001.002 MHbekumnsa 6oTynoTokcuHa 5500.0
A25.24.001.002.01 MHbekumnsa boTtynotokcuHa 50mn 12200.0
A25.24.001.002.02 WHbekumnsa 6oTtynotokcuHa 100mn 18900.0
A25.24.001.002.04 MHbekumnsa 6otynotokcuHa 200mn 32400.0
A26.06.041 Onpepenenue aHTuTen knaccos M, G (IgM, IgG) k BupycHomy renatuty C (Hepatitis C virus) B kpoBu 530.0
Komnnekc uccnenosaHnit NpeaonepaLUroHHbI Ansi NpOBEAEHNs NTaHOBOTO ONepaTMBHOMO BMELIATENbCTBa
(OnpepeneHue aHTuTen k 6neaHoii TpenoHeme (Treponema pallidum) B KpOBK ka4eCTBEHHOE UCCreaoBaHne
B03.003.001.01 Onpepenenue antureHa (HBsAg) Bupyca renatuta B (Hepatitis B virus) B 1500.0
Komnnekc nccnenosaHnin npeaonepaLUmoHHbIi Ans NpoBeaeHNs NNaHoBOro OnepaTMBHOMO BMeLLaTernbCTea
(Onpepenenue antuten k 6neaHoit TpenoHeme (Treponema pallidum) B KPOBK Ka4eCTBEHHOE UCCIeoBaHMe
B03.003.001.02 Onpepenenue aHTureHa (HBsAg) Bupyca renatuta B (Hepatitis B virus) B 530.0
A26.06.041 Tenatut C anti-HCV (U®A) 530.0
A26.06.036.001 Tenatut B HBsAg (®A) 230.0
A26.06.049.001 AHTUreH 1 anTuTena k BUY1/2 (MPA) 370.0
A26.06.082 OnpepeneHue aHTuTen k 6reaHoit TpenoHeme (Treponema pallidum) B kpoBu 530.0
Onpepenenue aHTuTen k 6neaHoi TpenoHeme (Treponema Pallidum) B HeTpenoHeMHbIx Tectax (RPR PMIT)
(ka4yecTBeHHOE MCCreloBaHIe) B CbIBOPOTKE KPOBU (PeakLms MUKPOMPELMNUTALMM C KapaMONUMNHOBLIM
A26.06.082.001 aHTUreHom) 200.0
OnpepeneHue aHTuTen k 6reaHoit TpenoHeme (Treponema pallidum) B UMMYHO(PEPMEHTHOM UcCneoBaHNN
A26.06.082.002 (MDA)B cbiBOpOTKE KPOBU 320.0
A26.06.077.1 PTA ¢ canbMoHenne3HbIM/ rpynnoBbIMA AMArHOCTUKymamu (rpynna Vi - GproLHoi Tud) 510.0
A09.05.044 Onpepenexne akTWBHOCTY raMMa-rnioTaMmunTpaHcgepasbl B kposu (T TIT) 160.0
A12.05.005.1 WccnenoBaHue ocHoBHbIX rpynn kpoeu (A B 0)+pesyc caktop 480.0
A09.05.044 WccnenoBaHue ypoBHS ramma-rnioTamunTpaHcdepasbl B KpOBU 160.0
A16.20.079 Bakyym-acnupauus aHaoMeTpus 26620.0
A16.20.010 CybToTanbHas r1McTepakToMus (amnyTaums MaTki) nanapoTomudeckast 9920.0
A16.20.005.001 PaclumpeHue Wwee4Horo kaHana 1820.0
A16.01.017 YaaneHue [o6pokayecTBeHHbIX HOBOOBGPa30BaHUM KOXMN 1820.0
A11.20.024 BBeaeHve nekapcTBeHHbIX MPENapaToB MHTpaBarMHanbHoO 1700.0
A11.20.003 Broncus TkaHen maTkn 1700.0
A03.20.003 Tuctepockonusa 14520.0
A16.20.091 TNeueHue abcuecca GapTonuHoBOM KUCThI ¢ nomoLbio WORD kaTteTepa 30250.0
A04.20.003 Ponukynometpusi 10-12-14 peHs ML 3600.0
A04.003.004 Y3/ noHHOro couneHeHust 1320.0
A03.20.003.002 KoHTpacTHas axorucrepocarnbnuHrockonums 4000.0
B01.003.004.004.001.1 MecTHasi aHacTeaus KaTeaxenem 370.0
A11.20.008 PasgensHoe AnarHocTu4eckoe BbiCkabnmuBaHUe NonocTu MaTkv U LiepBuKarnbHOro kaHana 1700.0
A16.20.101 YaaneHue KUCTbl GapTONMHOBOW Xenesbl 9900.0
A16.20.084 YaaneHue nonuna LepBukanbHoro kaHana 2800.0
136 WoHocenekTuBHbIN aHanua anektponuToe: Na+, K+, Ca++, Cl 400.0
A16.01.004.001 Xupyprudeckas obpaboTka paHbl r1APOXMPYPr4eckUM ckanbnenem 1090.0
A16.01.009 YlMBaH1e OTKpbITON paHbl (6e3 KOXHON nepecajki) 1210.0
A16.01.012 BckpbiTie 1 apeHupoBaHme rerMoHbl (abelecca) 2420.0
A16.01.030 Wcceyerne rpaHynsiuum 1210.0
A15.01.001 HanoxeHune noBs3k1 Npu HapyLIEHU LeNOCTHOCTW KOXHbIX MOKPOBOB 670.0
A16.30.076 BckpbITve remaTombl 1820.0
CybdacumansHoe BBeAEHVE NeKapCTBEHHbIX NpenapaToB Npy NoAoLWBEHHOM dacuuuTe (6e3 cToumMocTn
A11.02.003 nekapcTs) 710.0
A12.06.006.001 BHYTPUKOXHbIV @anneproTect Ha aHeCTeTUKN(NOOoKanH) 610.0
A16.01.001 YaaneHue noBEPXHOCTHO PacronoXEHHOr0 MHOPOAHOTO Tena 1210.0
A16.01.003.002 HeKpaKTOMUS THOMHO-HEKPOTUYECKOTO ovara 3630.0
A16.01.016.001 'YaaneHue atepoMbl BOMIOCUCTOMN YacTu rofoBbl 40 1cm 1820.0
A16.01.016.002 YaaneHue atepoMbl BONOCUCTOMN 4acTu rofnoBbl OT 1cm Ao 2cm 2420.0
A16.01.016.003 YaaneHue atepoMbl BONOCUCTOMN YacTu rofoBbl OT 2CM A0 3CM 3630.0
A16.01.016.004 YaaneHue atepombl nto6oi nokanuaauum Ao 1cm 1460.0
A16.01.016.005 YaaneHue atepombl nto6oi nokanuaauum ot 1cm 4o 2 1820.0
A16.01.016.006 YaaneHue atepomMbl Nto6oii nokanuaauum ot 2cm 4o 3¢ 2420.0
A16.01.017.010 YnaneHve nogoLuBeHHo 6opoaaBki(mMo3onu) Ao 1cm 1500.0
A16.01.017.011 YnaneHve nogoLuBeHHo 6opoaasku(Mosonu) Gonee Tom 2780.0
A16.01.017.014 YnaneHve kepaTtombl 10 1cm (3a ogHo obpasoBaHue) 710.0
A16.01.017.015 YnaneHve kepaTtombl 10 1cm (3a ogHo obpasoBaHue 1580.0
A16.01.017.017 YpaneHue kcaHTenasmbl BeK U nepuopbutansHon obnactu 2180.0
A16.01.017.022 YnaneHue nobpokadecTBeHHbIX HOBOOGpa3oBaHUi koxu o 1cm (3a ogHo obpasoBaHue) 1040.0
A16.01.017.023 YnaneHue nobpokadecTBeHHbIX HOBOOGpa3oBaHui koxu bonee 1cm (3a ogHo obpasoBaHue) 1330.0
YaaneHne paavoBonHOBLIM METOZIOM 106pOKaYeCTBEHHbIX HOBOOBPA30oBaHUI KOXM C LUIMPUHON OCHOBaHMS
A16.01.017.031 no 0.5 cm B konnyectse oT 1 o 5 (3a oaHO obpa3soBaHue) 920.0
YaaneHne paavoBonHOBLIM METOZIOM 106pOKaYeCTBEHHbIX HOBOOBPA3oBaHNI KOXM C LUIMPUHON OCHOBaHMS
A16.01.017.032 no 0.5 cm B konnyectse oT 6 go 10 (3a oaHO o6pa3soBaHue) 850.0
YaaneHne paavoBonHOBLIM METOZIOM 106pOKaYeCTBEHHbIX HOBOOBPA30BaHUI KOXM C LUIMPUHON OCHOBaHMS
A16.01.017.033 ot 0.6 cm 0 1.0 cm B konnyecTBe oT 1 10 5 (3a oaHO o6pa3soBaHue) 1200.0
YaaneHne paavoBonHOBLIM METOZIOM 106pOKaYeCTBEHHbIX HOBOOBPA3oBaHUI KOXM C LUIMPUHON OCHOBaHMS!
A16.01.017.034 ot 0.6 cm o 1.0 cm B konnyecTse oT 6 Ao 10 (3a oaHO obpa3soBaHue) 1050.0
YaaneHne paavoBonHOBLIM METOZIOM 106pOKaYeCTBEHHbIX HOBOOBPA30oBaHUI KOXM C LUIMPUHON OCHOBaHMS
A16.01.017.035 6Gonee 1.0 cm (3a oaHO o6pasoBaHue) 1500.0
YaaneHne paavoBonHOBLIM METOZIOM 106pOKaYeCTBEHHbIX HOBOOBPA30oBaHUI KOXM C LUIMPUHON OCHOBaHMS
A16.01.017.036 no 0.5 cm B konnyectse oT 11 1 Gonee (3a oaHO obpasoBaHue) 750.0
YaaneHne paavoBonHOBLIM METOZIOM 106pOKaUeCTBEHHbIX HOBOOBPA30BaHUI KOXM C LIMPUHON OCHOBaHMS
A16.01.017.037 ot 0.6 fo 1.0 cm B konuyecTBe oT 11 1 Gonee (3a ogHo obpa3soBaHue) 950.0
YpaaneHue fobpokadecTBeHHbIX 06pa3oBaHNi NOAKOXHO-KMPOBOW KNeTyaTkun ( Mnoma u np) BONOCKUCTOW
A16.01.018.001 4acTu ronosbl 4o 1cm 1820.0
YpaneHue fobpokadecTBeHHbIX 06pa3oBaHNi NOAKOXHO-KMPOBOW KNeTvaTku ( MMnoma 1 np) BONOCUCTOW
A16.01.018.002 4acTu ronosbl OT 1cM 40 2¢m 2420.0
YpaneHue fobpokadecTBeHHbIX 06pa3oBaHNi NOAKOXHO-KMPOBOW KNeTyaTku ( MMnoma u np) BONOCKUCTOW
A16.01.018.003 4acTu ronosbl OT 2 ¢M 40 3 CM 3630.0
YpaneHue 1obpokavecTBeHHbIX 06pa3oBaHNii NOAKOXHO-KMPOBON KneTyaTku ( nunoma u np) nobon
A16.01.018.004 nokanusauum oo 1cm 1500.0
YpaneHue [obpokavecTBeHHbIX 06pa3oBaHNii NOAKOXHO-KMPOBON KneTyaTku ( nunoma u np) nobon
A16.01.018.005 nokanusaumu ot 1cM 4o 2cm 1820.0
YpaneHue 1obpokavecTBeHHbIX 06pa3oBaHNii NOAKOXHO-KMPOBOW KneTyaTku ( nunoma u np) nobon
A16.01.018.006 nokanusaumu ot 2 cm go 3 cm 2420.0
A16.01.027.001 YnaneHue HOrTeBOW NNacTUHKK (yAaneHne LenbHoM NnacTuHbl 1 XuMobpaboTka ovara uHpekLmmn) 1700.0
A16.01.027.002 YnaneHue HOTTeBOW NNAaCTUHKN (CerMeHTapHas pe3eKLysi HOrTeBOi NNaCTUHKM) 1500.0
YaaneHne HOrreBoit NNacTUHKN (CermeHTapHas pesekLnsi HorTeBoi NNAcTUHKW C yAaneHnem pocTkoBon
A16.01.027.003 30HbI M MNIACTUKON) 2420.0
A16.30.066 YaaneHue HOPOAHOTO Tena C pacce4YeHeM MSrkUx TkaHen 2420.0
A16.30.069 CHsiTUe NocreonepaLmoHHbIX LBOB(NUraTyp) 730.0
A04.12.006.001 [lynnekcHoe CKaHMpOBaHWe BEH HKHUX KOHEYHOCTen 2420.0
A04.12.001.001 YnbTpasBykoBas fonnneporpadusi apTepuii HIKHUX KOHEYHOCTen 1820.0
A04.12.005.001 Y3W apTepuit HUKHUX KOHEYHOCTEN 1820.0




A22.30.009.01 MnasmoanHamuyeckoe BosaencTene(AKpoH) 1650.0
A36.11.15 CesoHHast BakUuMHauws rpunna npenapatom "BAKCUTPUMMN" 380.0
B01.037.001 Mpuem (0cMOTp, KOHCYNbTaLMA) Bpaya-nyfbMOHONOra NEPBUYHBIN 1430.0
B01.037.002 Mpuem (0cMOTp, KOHCYNbTaLUs) Bpada-nynbMOHOMOra NOBTOPHbIN 990.0
Komnnekc uccnenosaHnit NpeaonepaLUroHHbIi Ansi NPOBEAEHNs NTaHOBOTO ONepaTMBHOMO BMELIATeNbCTBa
(OnpepeneHue aHTuTen k 6neaHoii TpenoHeme (Treponema pallidum) B KpOBK ka4eCTBEHHOE UCCreaoBaHne
B03.003.001.01 Onpepenenue antureHa (HBsAg) Bupyca renatuta B (Hepatitis B virus) B 1600.0
Komnnekc nccnenosaHnin npeaonepaLUmoHHbIi Ansi NpoBeAeHNs NNaHoBOro ONepaTMBHOMO BMeLLaTernbCTea
(Onpepenenue antuten k 6neaHoii TpenoHeme (Treponema pallidum) B KPOBK Ka4eCTBEHHOE UCCIeoBaHMe
B03.003.001.02 Onpepenenue aHTureHa (HBsAg) Bupyca renatuta B (Hepatitis B virus) B 520.0
A26.06.041 Tenatut C anti-HCV (U®A) 520.0
A26.06.036.001 Tenatut B HBsAg (N®A) 230.0
A26.06.049.001 AHTUreH 1 anTuTena k BUY1/2 (MPA) 370.0
A26.06.082 OnpepeneHue aHTuTen k 6reaHoit TpenoHeme (Treponema pallidum) B kpoBu 520.0
Onpepenenue aHTuTen k 6neaHoi TpenoHeme (Treponema Pallidum) B HeTpenoHeMHbix Tectax (RPR PMIT)
(Ka4yecTBeHHOE MCCreloBaHie) B CbIBOPOTKE KPOBU (PeakLmMs MUKPOMPELMNUTALMM C KapaMONUMNHOBLIM
A26.06.082.001 aHTUreHom) 200.0
OnpepeneHue aHTuTen k 6neaHoit TpenoHeme (Treponema pallidum) B UMMyHO(DEPMEHTHOM UccneoBaHNUN
A26.06.082.002 (MDA)B cbiBOpOTKE KPOBM 320.0
A26.06.077.1 PTA ¢ canbMoHesnne3HbIM/ rpynnoBbIMA AMArHOCTUKymamm (rpynna Vi - GproLHoi Tud) 510.0
A12.05.005.1 WccnenoBaHue ocHoBHbIX rpynn kpoeu (A B 0)+pesyc caktop 480.0
A03.20.003.002 KoHTpacTHas axorucrepocarnbnuHrockonums 4000.0
A25.24.001.002.03 WHbekuust 6otynotokcuHa 150mn 25700.0
A22.30.009.02 MnasmoanHammyeckoe BO3AENCTBUE 2900.0
BHYTpUMbILLIEYHOE BBEIEHINE NeKapCTBEHHbIX NpenapaTos B TPUrepHble TOUKW, 6e3 y4eTa NekapCTBEHHBIX
A11.02.002.001 npenapatos 2850.0
A11.02.002.001.01 BHyTpuUMbILEYHOE BBEEHME NleKapCTBEHHbIX NPenapaTos B TPUrepHbIe TOUKMW, Npenapatamu Mefl. LeHTpa 3850.0
A11.04.004.01 BHyTpucycTaBHOE BBEJEHE NeKapCTBEHHbIX NpenapaToB MeA. LieHTpa 1650.0
B01.058.001.05 Mpuem Bpa4a dHOOKPUHOMOra BbICLLEH KaTeropuy NepBrUYHbLIN 2400.0
TMpuem Bpaya 3HAOKPUHOMOra BLICLLIEN KaTeropnm NOBTOPHBIN (B TeYeHNe 3 MecALIEB C MOMEHTa
B01.058.002.03 nepBUYHOrO OCMOTpa) 2000.0
Mpuem (0cMOTp, KOHCYNbTaLMA) Bpaya-aHAOKPUHOIOra NepBUYHbIN (B TeveHne 1 Mecsia ¢ MOMeHTa
B01.058.001 nepBUYHOrO OCMOTpa) 1800.0
Mpuem (0cMOTp, KOHCYNbTaLUs) Bpava-aHAOKPMHOMOra NOBTOPHLIN (B TeveHne 1 Mecsiia ¢ MOMeHTa
B01.058.002 nepBUYHOrO OCMOTpa) 1500.0
A16.08.074 TlazepHas AeCTpyKLMsi COCY[I0B Neperopofku Hoca 3300.0
A16.08.034 YBynonanaTonnactuka nasepHas 3300.0
A16.08.009 'YaaneHve nonunos HOCOBLIX XO40B 2200.0
A22.30.033 MpwxuraHne (koarynsuums) CrM3nCTbiX 060MOYEK nasepom 1100.0
A16.03.001 YnaneHune nobpokayecTBeHHbIX HOBOOGpa3oBaHU (HOC, rMOTKa, yX0) Na3epHbIM BO3AENCTBUEM 2200.0
A09.05.024 MccnenoBaHue ypoBHS OBLLMX NMMMAOB B KPOBU 880.0
A12.25.001 ToHanbHasi ayauomeTpust 350.0
A12.25.007 TumnaHomeTpus 250.0
A05.25.002 MccnenoBaHue Bbl3BaHHON OTOAKyCTUHECKON AMUCCHN 350.0
OnTU4eckoe MccreoBaHNe rorioBki 3pUTErbHOMO HEPBa W CIIOSi HEPBHBIX BOMOKOH C MOMOLLbIO
A03.26.019.002 KOMMbIOTEpPHOro aHanusatopa (1 rnas) 1400.0
A03.26.019 OnTuyeckoe nccrnefoBaHNEe CETHATKY C NMOMOLLbIO KOMMBbIOTEPHOTO aHanu3aTtopa (1 rnaa) 1700.0
A02.26.020 TecT LWupmepa 300.0
A16.26.018 3nunsaumus pecHny 500.0
A11.26.016 CyBKOHBIOHKTUBAIbHASA UHBEKLMS 350.0
A02.26.022 Sk3odTanbLMomeTpus 250.0
A02.26.015 OdpranbmoToHOMeTpus (o MaknakoBy) 350.0
A02.26.008 CkoTomeTpusi (TecT AMcrnepa-MapuHyea) 1050.0




